
logo MNDFEKI EQAAYTNYLLLEDNTCQSR I
L
Q
E
N
T
E
QLSHTNHFLYDAL I EQNVAMCYLEGGAKETGDALDDI

F
V
IKNENSNKKLKREQLGNLSKEEWRRASYFQFLI FMIKAATQTS

NTDB id 41403 HMPREF0833 RS08330 WP 013904490.1 MNFEKIEQAYTYLLENTQSIQNELSTNFYDALIEQNVMYLEGKTDLDIVKNNSKKLKELGLSKEEWRRAYQFLFMKAAQT 80
NTDB id 392 SMU RS09000 WP 002263442.1 MDFEKIEAAYNLLLDNCQRLETQLHTHLYDALIEQNACYLGAEGADDFIKENNKKLRQLNLSKEEWRRSFQFIFIKATQS 80
NTDB id 401 FSA28 RS09370 WP 002291646.1 MDFEKIEAAYNLLLDNCQRLETQLHTHLYDALIEQNACYLGAEGADDFIKENNKKLRQLNLSKEEWRRSFQFIFIKATQS 80
consensus !*!!!!!*!!**!!*!*!*****!*!**!!!!!!!!**!!******!**!*!*!!!**!*!!!!!!!!**!!*!*!!*!*

logo

E
Q
P
QLQASNHQFTPDAS IGF I ITLFYL ILDEQGLATKNSKDSQLDVI LI EVIGSGTGNLAETIVNNSRSLKTS IDYI

L
MGLI EVDDLL IDLSAS IADVMLEDSS

NTDB id 41403 HMPREF0833 RS08330 WP 013904490.1 EPLQANHQFTPDAIGFIITFLIDQLAKSDQLDVLEVGSGTGNLAETIVNNSRLTIDYLGLEVDDLLIDLSASIADVMESS 160
NTDB id 392 SMU RS09000 WP 002263442.1 QQLQSNHQFTPDSIGFIILYLLEGLTNKSQLDIIEIGSGTGNLAETIVNNSSKSIDYMGIEVDDLLIDLSASIADVLDSS 160
NTDB id 401 FSA28 RS09370 WP 002291646.1 QQLQSNHQFTPDSIGFIILYLLEGLTNKSQLDIIEIGSGTGNLAETIVNNSSKSIDYIGIEVDDLLIDLSASIADVLDSS 160
consensus **!!*!!!!!!!*!!!!!**!***!****!!!**!*!!!!!!!!!!!!!!!***!!!*!*!!!!!!!!!!!!!!!!**!!

logo VVHFAVQGEDAVRPQVI LKESDI
L
V IVI SDLP I

VGYFYPDNDAKIAQRYQVVASASKELGHTYAHHLMLMEQASLKYLKPKQEGVLAI FLAPNVNDLLTSPEQ
NTDB id 41403 HMPREF0833 RS08330 WP 013904490.1 VVFAQGDAVRPQVLKESDLIVSDLPIGYYPDDAIAQRYQVVSSEGHTYAHHLMMEQALKYLKPQGVAIFLAPNNLLTSPQ 240
NTDB id 392 SMU RS09000 WP 002263442.1 VHFVQEDAVRPQILKESDIIISDLPVGFYPNDKIAQRYQVAAKLGHTYAHHLLMEQSLKYLKKEGLAIFLAPVDLLTSEQ 240
NTDB id 401 FSA28 RS09370 WP 002291646.1 VHFVQEDAVRPQILKESDVIISDLPVGFYPNDKIAQRYQVAAKLGHTYAHHLLMEQSLKYLKKEGLAIFLAPVDLLTSEQ 240
consensus !*!*!*!!!!!!*!!!!!*!*!!!!*!*!!*!*!!!!!!!****!!!!!!!!*!!!*!!!!!**!*!!!!!!**!!!!*!

logo SDPLLKAKWLTQDNKNAVQTI LAMVLITSLPESALI FSKNQPKASYNAIKTS I FVLRKKQESEQEQSVLQEPSFVYPFLTDLQDQPDEQVVLVRHRFMEKSNFQKNKWLKKEDSNEVI
F

NTDB id 41403 HMPREF0833 RS08330 WP 013904490.1 SDLLKAWLTDKAQILAMLTLPESLFSNPAYAKTIFVLRKQEEESVQPFVYPFTDLQDQDQVVHFMESFQNWLKDSEI 317
NTDB id 392 SMU RS09000 WP 002263442.1 SPLLKKWLQNNVTILAVISLPEAIFKQKSNIKSIFVLKKQSQQSLESFVYPLTDLQDPEVLRRFMKNFKKWKEDNVF 317
NTDB id 401 FSA28 RS09370 WP 002291646.1 SPLLKKWLQNNVTILAVISLPEAIFKQKSNIKSIFVLKKQSQQSLESFVYPLTDLQDPEVLRRFMKNFKKWKEDNVF 317
consensus !*!!!*!!*****!!!***!!!**!******!*!!!!*!!***!***!!!!*!!!!!******!!**!**!**!***
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