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NTDB id 601 KW2 RS02615 WP 021036805.1 EKAAHFRDQISKLRELQKQE......VTDEDMPVITEKDIEQIVEQKTQIPVGDLKEKEQTQLINLADDLKAHVIGQDEA 452
NTDB id 378 SMU RS02690 WP 002263569.1 EKAAYFRDQIAKYKEMQSAK......LDKENTPVITEKNIEVIVEQKTNIPVGELKEKEQSQLIHLADDLKTRVIGQDAA 459
NTDB id 281 KZH43 RS03550 WP 000882517.1 EKAAYFRDQIAKYKEMQKKK......ITDQDTPIISEKTIEHIIEQKTNIPVGDLKEKEQSQLIHLAEDLKSHVIGQDDA 458
NTDB id 245 SPD RS03860 WP 000882517.1 EKAAYFRDQIAKYKEMQKKK......ITDQDTPIISEKTIEHIIEQKTNIPVGDLKEKEQSQLIHLAEDLKSHVIGQDDA 458
NTDB id 243 SPR RS03635 WP 000882517.1 EKAAYFRDQIAKYKEMQKKK......ITDQDTPIISEKTIEHIIEQKTNIPVGDLKEKEQSQLIHLAEDLKSHVIGQDDA 458
NTDB id 241 SP RS04015 WP 000882523.1 EKAAYFRDQIAKYKEMQKKK......ITDQDTPSISEKTIEHIIEQKTNIPVGDLKEKEQSQLIHLAEDLKSHVIGQDDA 458
NTDB id 85 BSU 00860 NP 387967.1 EKAASLRDTEQRLREQVEDTKKSWKEKQGQENSEVTVDDIAMVVSSWTGVPVSKIAQTETDKLLNMENILHSRVIGQDEA 516
NTDB id 610 V4T04 RS10165 WP 012897346.1 KASRTKEKAVEKIADKIYKFS.....VKEDKRQEVTDQAVVAVASTLTGVPITQMTKSESDRLINLEKELHKRVVGQEEA 525
NTDB id 41389 HMPREF0833 RS06655 WP 013904284.1 KKAAQLLEV.........EAA.....PIVY.KKEVTDQDVLVTLSQLSGIPTQKLTQTDAKKYLNLEAELHKRVIGQDQA 519
NTDB id 287 SP RS11210 WP 001109712.1 KQAAQLIAK.........EEE.....VPVY.KDLVTESDILTTLSRLSGIPVQKLTQTDAKKYLNLEAELHKRVIGQDQA 520
NTDB id 290 KZH43 RS10025 WP 001109677.1 KQAAQLIAK.........EEE.....VPVY.KDLVTESDILTTLSRLSGIPVQKLTQTDAKKYLNLEAELHKRVIGQDQA 520
NTDB id 289 SPD RS10700 WP 001109677.1 KQAAQLIAK.........EEE.....VPVY.KDLVTESDILTTLSRLSGIPVQKLTQTDAKKYLNLEAELHKRVIGQDQA 520
NTDB id 377 SMU RS09275 WP 002262344.1 QLAKRLLKK.........EKK.....PLLKKRAEVKEEDILATLSKLSGIPVKKLTQADSKKYLNLERELHKRVIGQDDA 523
NTDB id 329 STU RS10020 WP 011225298.1 GAAVKQYKA.........NQK.....AKFPKPALVDADQIMQTLSRLSGIPVEKMTQTDSKRYLNLESELHKRVIGQDEA 526
NTDB id 297 STER RS00545 WP 011680614.1 GAAVKQYKA.........NQK.....AKFPKPALVDADQIMQTLSRLSGIPVEKMTQTDSKRYLNLESELHKRVIGQDEA 526
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NTDB id 601 KW2 RS02615 WP 021036805.1 VDKISKAIRRSRVGLGKPNRPIGSFLFVGPTGVGKTELAKQLAKELFGSSESMIRFDMSEYMEKHSVAKLIGAPPGYVGY 532
NTDB id 378 SMU RS02690 WP 002263569.1 VDKIAKAIRRNRVGLGTPNRPIGSFLFVGPTGVGKTELSKQLAIELFGSEDSMIRFDMSEYMEKHAVAKLVGAPPGYVGY 539
NTDB id 281 KZH43 RS03550 WP 000882517.1 VDKIAKAIRRNRVGLGTPNRPIGSFLFVGPTGVGKTELSKQLAIELFGSADSMIRFDMSEYMEKHSVAKLVGAPPGYVGY 538
NTDB id 245 SPD RS03860 WP 000882517.1 VDKIAKAIRRNRVGLGTPNRPIGSFLFVGPTGVGKTELSKQLAIELFGSADSMIRFDMSEYMEKHSVAKLVGAPPGYVGY 538
NTDB id 243 SPR RS03635 WP 000882517.1 VDKIAKAIRRNRVGLGTPNRPIGSFLFVGPTGVGKTELSKQLAIELFGSADSMIRFDMSEYMEKHSVAKLVGAPPGYVGY 538
NTDB id 241 SP RS04015 WP 000882523.1 VDKIAKAIRRNRVGLGTPNRPIGSFLFVGPTGVGKTELSKQLAIELFGSADSMIRFDMSEYMEKHSVAKLVGAPPGYVGY 538
NTDB id 85 BSU 00860 NP 387967.1 VVAVAKAVRRARAGLKDPKRPIGSFIFLGPTGVGKTELARALAESIFGDEESMIRIDMSEYMEKHSTSRLVGSPPGYVGY 596
NTDB id 610 V4T04 RS10165 WP 012897346.1 ISAVSRAIRRARSGVADSRRPMGSFMFLGPTGVGKTELAKALADSVFGSEDNMIRVDMSEFMEKHSTSRLIGAPPGYVGY 605
NTDB id 41389 HMPREF0833 RS06655 WP 013904284.1 VSSISRAIRRNQSGIRSNKRPIGSFMFLGPTGVGKTELAKALAEVLFDDESALIRFDMSEYMEKFAASRLNGAPPGYVGY 599
NTDB id 287 SP RS11210 WP 001109712.1 VSSISRAIRRNQSGIRSHKRPIGSFMFLGPTGVGKTELAKALAEVLFDDESALIRFDMSEYMEKFAASRLNGAPPGYVGY 600
NTDB id 290 KZH43 RS10025 WP 001109677.1 VSSISRAIRRNQSGIRSHKRPIGSFMFLGPTGVGKTELAKALAEVLFDDESALIRFDMSEYMEKFAASRLNGAPPGYVGY 600
NTDB id 289 SPD RS10700 WP 001109677.1 VSSISRAIRRNQSGIRSHKRPIGSFMFLGPTGVGKTELAKALAEVLFDDESALIRFDMSEYMEKFAASRLNGAPPGYVGY 600
NTDB id 377 SMU RS09275 WP 002262344.1 VSSISRAIRRNQSGIRVGKRPIGSFMFLGPTGVGKTELAKALAEVLFDDESALIRFDMSEYMEKFAASRLNGAPPGYVGY 603
NTDB id 329 STU RS10020 WP 011225298.1 VSAISRAIRRNQSGIRTGKRPIGSFMFLGPTGVGKTELAKALAEVLFDDESALLRFDMSEYMEKFAASRLNGAPPGYVGY 606
NTDB id 297 STER RS00545 WP 011680614.1 VSAISRAIRRNQSGIRTGKRPIGSFMFLGPTGVGKTELAKALAEVLFDDESALLRFDMSEYMEKFAASRLNGAPPGYVGY 606
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NTDB id 601 KW2 RS02615 WP 021036805.1 EEAGQLTERVRRNPYSLILLDEIEKAHPDVMHMFLQILEDGRLTDAQGRTVSFKDSLIIMTSNAGTGK..VEASVGFGAA 610
NTDB id 378 SMU RS02690 WP 002263569.1 EEAGQLTEKVRRNPYSLILLDEVEKAHPDVMHMFLQVLDDGRLTDGQGRTVSFKDTIIIMTSNAGTGK..SEANVGFGAS 617
NTDB id 281 KZH43 RS03550 WP 000882517.1 DEAGQLTEKVRHNPYSLILLDEVEKAHPDVMHMFLQVLDDGRLTDGQGRTVSFKDAIIIMTSNAGTGK..TEASVGFGAA 616
NTDB id 245 SPD RS03860 WP 000882517.1 DEAGQLTEKVRHNPYSLILLDEVEKAHPDVMHMFLQVLDDGRLTDGQGRTVSFKDAIIIMTSNAGTGK..TEASVGFGAA 616
NTDB id 243 SPR RS03635 WP 000882517.1 DEAGQLTEKVRHNPYSLILLDEVEKAHPDVMHMFLQVLDDGRLTDGQGRTVSFKDAIIIMTSNAGTGK..TEASVGFGAA 616
NTDB id 241 SP RS04015 WP 000882523.1 DEAGQLTEKVRHNPYSLILLDEVEKAHPDVMHMFLQVLDDGRLTDGQGRTVSFKDAIIIMTSNAGTGK..TEASVGFGAA 616
NTDB id 85 BSU 00860 NP 387967.1 DEGGQLTEKVRRKPYSVVLLDEIEKAHPDVFNILLQVLEDGRLTDSKGRTVDFRNTILIMTSNVGASELKRNKYVGFNVQ 676
NTDB id 610 V4T04 RS10165 WP 012897346.1 DEGGQLTERVRNKPYSVVLLDEVEKAHPDVFNIMLQILDDGFVTDTKGRKVDFRNTIIIMTSNLGATALRDDKTVGFGAK 685
NTDB id 41389 HMPREF0833 RS06655 WP 013904284.1 EEGGELTEKVRNKPYSVLLFDEVEKAHPDIFNVLLQVLDDGVLTDSKGRKIDFSNTIIIMTSNLGATALRDDKTVGFGAK 679
NTDB id 287 SP RS11210 WP 001109712.1 EEGGELTEKVRNKPYSVLLFDEVEKAHPDIFNVLLQVLDDGVLTDSKGRKVDFSNTIIIMTSNLGATALRDDKTVGFGAK 680
NTDB id 290 KZH43 RS10025 WP 001109677.1 EEGGELTEKVRNKPYSVLLFDEVEKAHPDIFNVLLQVLDDGVLTDSKGRKVDFSNTIIIMTSNLGATALRDDKTVGFGAK 680
NTDB id 289 SPD RS10700 WP 001109677.1 EEGGELTEKVRNKPYSVLLFDEVEKAHPDIFNVLLQVLDDGVLTDSKGRKVDFSNTIIIMTSNLGATALRDDKTVGFGAK 680
NTDB id 377 SMU RS09275 WP 002262344.1 EEGGELTEKVRNKPYSVLLFDEVEKAHPDIFNILLQVLDDGVLTDSRGRKVDFSNTIIIMTSNLGATALRDDKTVGFGAK 683
NTDB id 329 STU RS10020 WP 011225298.1 DEGGELTEKVRNKPYSVLLFDEIEKAHPDIFNVLLQVLDDGVLTDSRGRKVDFSNTIIIMTSNLGATALRDDKTVGFGAQ 686
NTDB id 297 STER RS00545 WP 011680614.1 DEGGELTEKVRNKPYSVLLFDEIEKAHPDIFNILLQVLDDGVLTDSRGRKVDFSNTIIIMTSNLGATALRDDKTVGFGAQ 686
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NTDB id 601 KW2 RS02615 WP 021036805.1 REG.....RTKSVLGQLGDFFSPEFMNRFDGIIEFSALSKENLLKIVDLMLDEVNEQIGRNDIHLSVTQAAKEKLVDLGY 685
NTDB id 378 SMU RS02690 WP 002263569.1 REG.....RTNSVLGELGNFFSPEFMNRFDGIIEFQALSKDNLLQIVSLMLDDVNQRLAVNAIHLDVTDKVKEKLVDLGY 692
NTDB id 281 KZH43 RS03550 WP 000882517.1 REG.....RTNSVLGELGNFFSPEFMNRFDGIIEFKALSKDNLLQIVELMLADVNKRLSSNNIRLDVTDKVKEKLVDLGY 691
NTDB id 245 SPD RS03860 WP 000882517.1 REG.....RTNSVLGELGNFFSPEFMNRFDGIIEFKALSKDNLLQIVELMLADVNKRLSSNNIRLDVTDKVKEKLVDLGY 691
NTDB id 243 SPR RS03635 WP 000882517.1 REG.....RTNSVLGELGNFFSPEFMNRFDGIIEFKALSKDNLLQIVELMLADVNKRLSSNNIRLDVTDKVKEKLVDLGY 691
NTDB id 241 SP RS04015 WP 000882523.1 REG.....RTNSVLGELGNFFSPEFMNRFDGIIEFKALSKDNLLQIVELMLADVNKRLSSNNIRLDVTDKVKEKLVDLGY 691
NTDB id 85 BSU 00860 NP 387967.1 DETQNHKDMKDKVMGELKRAFRPEFINRIDEIIVFHSLEKKHLTEIVSLMSDQLTKRLKEQDLSIELTDAAKAKVAEEGV 756
NTDB id 610 V4T04 RS10165 WP 012897346.1 NITADYSAMKSRILEELKRHYRPEFLNRIDENIVFHSLESQEIEQIVKIMSKSLIKRLAEQDIHVKLTPSAVKLIAEVGF 765
NTDB id 41389 HMPREF0833 RS06655 WP 013904284.1 DIRFDQANMEKRMFEELKKTYRPEFINRIDEKVVFHSLSSEDMQQVVKVMVKPLIATLAEQDMTLKFQPSALKLLATKGY 759
NTDB id 287 SP RS11210 WP 001109712.1 DIRFDQENMEKRMFEELKKAYRPEFINRIDEKVVFHSLSSDHMQEVVKIMVKPLVASLTEKGIDLKLQASALKLLANQGY 760
NTDB id 290 KZH43 RS10025 WP 001109677.1 DIRFDQENMEKRMFEELKKAYRPEFINRIDEKVVFHSLSSDHMQEVVKIMVKPLVASLAEKGIDLKLQASALKLLANQGY 760
NTDB id 289 SPD RS10700 WP 001109677.1 DIRFDQENMEKRMFEELKKAYRPEFINRIDEKVVFHSLSSDHMQEVVKIMVKPLVASLAEKGIDLKLQASALKLLANQGY 760
NTDB id 377 SMU RS09275 WP 002262344.1 SFSQDYKAMESRILEELKKVYRPEFINRIDEKVVFHNLGQEDIRHIVKIMVAPLIAHLADQGITLKFQPSALKHLALAGY 763
NTDB id 329 STU RS10020 WP 011225298.1 TISHNHQAMQARIMEELKKSYRPEFINRIDEKVVFHSLEEEQLHDIVKIMVKPLISALADKGISLKFQPAALKHLAKDGY 766
NTDB id 297 STER RS00545 WP 011680614.1 TISHNHQAMQARIMEELKKSYRPEFINRIDEKVVFHSLEEEQLHDIVKIMVKPLISALADKGISLKFQPAALKHLAKDGY 766
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NTDB id 601 KW2 RS02615 WP 021036805.1 NPAMGARPLRRTIQENIEDSIADFYIEHPEYKQ.LVADLIDDKIVISNQTQETAETTDEEVPAE 748
NTDB id 378 SMU RS02690 WP 002263569.1 DPKMGARPLRRTIQEHIEDAITDFYLEHPEQKE.LKAIMTSNGKIVIKASNK.VETVTKATSD. 753
NTDB id 281 KZH43 RS03550 WP 000882517.1 DPKMGARPLRRTIQDYIEDTITDYYLENPSEKD.LKAVMTSKGNIQIKSAKK.AEVKSSEKEK. 752
NTDB id 245 SPD RS03860 WP 000882517.1 DPKMGARPLRRTIQDYIEDTITDYYLENPSEKD.LKAVMTSKGNIQIKSAKK.AEVKSSEKEK. 752
NTDB id 243 SPR RS03635 WP 000882517.1 DPKMGARPLRRTIQDYIEDTITDYYLENPSEKD.LKAVMTSKGNIQIKSAKK.AEVKSSEKEK. 752
NTDB id 241 SP RS04015 WP 000882523.1 DPKMGARPLRRTIQDYIEDTITDYYLENPSEKD.LKAVMTSKGNIQIKSAKK.AEVKSSEKEK. 752
NTDB id 85 BSU 00860 NP 387967.1 DLEYGARPLRRAIQKHVEDRLSEELLRGNIHKGQHIVLDVEDGEFVVKTTAKTN.......... 810
NTDB id 610 V4T04 RS10165 WP 012897346.1 DPEYGARPLRKALQKEVEDLLSEQLLSGEIKAGNHVSIGASNKKIKIAQIV............. 816
NTDB id 41389 HMPREF0833 RS06655 WP 013904284.1 DPEMGARPLRRVLQTEVEDQLAELLLKGQAQEGQTIKVGTTAGTIKFEIV.............. 809
NTDB id 287 SP RS11210 WP 001109712.1 DPEMGARPLRRTLQTEVEDKLAELLLKGDLVAGSTLKIGVKAGQLKFDIA.............. 810
NTDB id 290 KZH43 RS10025 WP 001109677.1 DPEMGARPLRRTLQTEVEDKLAELLLKGDLVAGSILKIGVKAGQLKFDIA.............. 810
NTDB id 289 SPD RS10700 WP 001109677.1 DPEMGARPLRRTLQTEVEDKLAELLLKGDLVAGSILKIGVKAGQLKFDIA.............. 810
NTDB id 377 SMU RS09275 WP 002262344.1 DAEMGARPLRRTLQTEVEDKLAELILSGKLASGQTLKIGIQKEKLKFDIV.............. 813
NTDB id 329 STU RS10020 WP 011225298.1 DIEMGARPLRRTIQTQVEDKLSELLLGGQVVSGQTLKIGCSKDKLTFTVV.............. 816
NTDB id 297 STER RS00545 WP 011680614.1 DIEMGARPLRRTIQTQVEDKLSELLLGGQVVSGQTLKIGCSKDKLTFTVV.............. 816
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