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NTDB id 41385 HMPREF0833 RS05475 WP 013904086.1 MHKTKQKTSLWSQLSPYLKGFHLFLGIAILFSIVSSVITVIGPDKLKEITDTITKGMGGAIDIDKITSIALTLAILYGVG 80
NTDB id 370 SMU RS04260 WP 002263294.1 ..MENKKKSLLSQMAPYLKGYKALFGLAVIFTIVSSTITVIGPDRLKEMTDTMTKGLAGKIDLDKIGEIALTLALLYFAG 78
consensus ** ! !! !!* !!!!!** !*!**!*!!!! !!!!!!!*!!!*!!!*!!!**! !!*!!! !!!!!!*!! !

logo ALVSYSTASSF I IVSTLMIQKRFASEQRLRNAIADEKINKRVPLKQYFDSHESQGDTLSRVTNDVDLMTQSFNQSLVQSMVASAS I IVLL IGS I F
NTDB id 41385 HMPREF0833 RS05475 WP 013904086.1 ALVSYSSSFIISTMIQRFAERLRNAIAEKINRVPLQYFDSHEQGDTLSRVTNDVDLMTQSFNQSLVQMVSSIVLLIGSIF 160
NTDB id 370 SMU RS04260 WP 002263294.1 ALVSYTASFIVSTLIQKFSQRLRNAIADKINKVPLKYFDSHSQGDTLSRVTNDVDLMTQSFNQSLVSMVAAIILLIGSIF 158
consensus !!!!!* !!!*!!*!!*! !!!!!!!*!!!*!!! !!!!! !!!!!!!!!!!!!!!!!!!!!!!! !! !*!!!!!!!
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NTDB id 41385 HMPREF0833 RS05475 WP 013904086.1 MMFKTDWHLALTAILSVFGGFALSSIIMVKSQPLFKQQQDNLAKVSGYVEEIYSGHNVVISYNGRHQAKDHFDAINQDLY 240
NTDB id 370 SMU RS04260 WP 002263294.1 MMIKTNGALAATAILSVFAGFVLSTVIMAKSQPLFKKQQANLADVSGYVEEVYSGHNVVSSYNAIQQSKKQFENLNDQLF 238
consensus !! !! *!! !!!!!!!*!! !!**!! !!!!!!! !! !!! !!!!!!!*!!!!!!! !!!* *! ! *!* *! !*
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NTDB id 41385 HMPREF0833 RS05475 WP 013904086.1 HSMWKSQFFSGIMMPLMQFVGNFGYVMVCIVGAVLTINGDITIGTIVAFMTYVRIFTQPIGQMAQGITQLQSASAAMGRV 320
NTDB id 370 SMU RS04260 WP 002263294.1 ASMWKSQFFSGIMMPLMQFIGNFGYVMVCIVGATMAINGDITMGTIVAFMTYVRIFTQPIAQIAQGITQLQSANAAMGRV 318
consensus *!!!!!!!!!!!!!!!!!!*!!!!!!!!!!!!! * !!!!!!*!!!!!!!!!!!!!!!!!*!*!!!!!!!!!! !!!!!!
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NTDB id 41385 HMPREF0833 RS05475 WP 013904086.1 FEFLDEEEMEDESQKTRQLETPEGHVTFEHVRFGYSPDKTIIHDFTAEAKPGQKVAIVGPTGAGKTTMVNLLMRFYDIQA 400
NTDB id 370 SMU RS04260 WP 002263294.1 FEFLDEEEIEDENHKVKQLEKVEGNVNFDNVFFGYSPDKTIIHDFSAHAKAGQKIAIVGPTGAGKTTIVNLLMRFYEVDR 398
consensus !!!!!!!!*!!! *! *!!! *!!*! !**! !!!!!!!!!!!!!*!*!!*!!!*!!!!!!!!!!!!*!!!!!!!!**
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NTDB id 41385 HMPREF0833 RS05475 WP 013904086.1 GKIAIDGVDTKSISREEVHDAFSMVLQDTWLFEGTIRENLVFNQTDISDEAVEAATRAVGVHHFIRTLPNGYDTVLDDSV 480
NTDB id 370 SMU RS04260 WP 002263294.1 GMISIDGVNIHDMTRKEVHDAFAMVLQDTWLFEGTVKENLIYNQKHITDEQVIAAAKAVGVHHFIKTLPKGYDTVLDDSV 478
consensus ! ! !!!! * **! !!!!!! !!!!!!!!!!!!**!!!**!! *!*!! ! !! *!!!!!!!!*!!! !!!!!!!!!!

logo TLSVGQKQLLTIARALLKDAPLL I LDEATSSVDTRTEEL IQKRAMDHKLMEGRTSFVIAHRLSTIRNADL I LVMKRDGNI I EQ
NTDB id 41385 HMPREF0833 RS05475 WP 013904086.1 TLSVGQKQLLTIARALLKDAPLLILDEATSSVDTRTEELIQKAMDKLMEGRTSFVIAHRLSTIRNADLILVMKDGNIIEQ 560
NTDB id 370 SMU RS04260 WP 002263294.1 TLSVGQKQLLTIARALLKDAPLLILDEATSSVDTRTEELIQRAMDHLMEGRTSFVIAHRLSTIRNADLILVMRDGNIIEQ 558
consensus !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!*!!!*!!!!!!!!!!!!!!!!!!!!!!!!!!*!!!!!!!



logo GNSHDQEQLMASEQNGFYADLYNSQFTEEVA
NTDB id 41385 HMPREF0833 RS05475 WP 013904086.1 GNHQELMSQNGFYADLYNSQFTEEVA 586
NTDB id 370 SMU RS04260 WP 002263294.1 GSHDQLMAENGFYADLYNSQFTEEVA 584
consensus ! ! !! !!!!!!!!!!!!!!!!!
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