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NTDB id 1045 H0N27 RS16330 WP 168727019.1 ...................MAEQQPLVLLVDDEEDLCLLMQMTLARMGIKTHLAYRVEQAKQLFTQFHYDACLTDLNLPD 61
NTDB id 413810 IXO1104 RS17560 WP 171970756.1 MRRAPLDNCRPSSRWAIVRSMSEPKSALVVDDERDIRELLVLTLSRMGLRISTAANLAEARELLANNPYDLCLTDMRLPD 80
NTDB id 1473 PAKAF RS24000 WP 003094694.1 .....................MSRQKALIVDDEPDIRELLEITLGRMKLDTRSARNVKEARELLAREPFDLCLTDMRLPD 59
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NTDB id 1045 H0N27 RS16330 WP 168727019.1 GSGLDLVKHVSQNYPNTPIAVLTAYGNMDIAIAALKAGAFDFVSKPVNQVHLDQLLQKALNRQKVEHDTTE.NALENKLL 140
NTDB id 413810 IXO1104 RS17560 WP 171970756.1 GNGIELVTEIARQYPQTPVAMITAFGSMDLAVEALKAGAFDFVSKPVDIGVLRGLVKHALELNNHDRPAPPPPPEQASRL 160
NTDB id 1473 PAKAF RS24000 WP 003094694.1 GSGLDLVQYIQQRHPQTPVAMITAYGSLDTAIQALKAGAFDFLTKPVDLGRLRELVATALRLRNPEAEEAP....VDNRL 135
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NTDB id 1045 H0N27 RS16330 WP 168727019.1 IGRSLPIQQLRIAIKKIARSQAPVFVTGESGTGKEVVANLVHRLSNRSEGPFIAINCGAIPTELMESELFGHKKGSFTGA 220
NTDB id 413810 IXO1104 RS17560 WP 171970756.1 LGDSSAMESLRATIGKVARSQAPIYIVGESGVGKELVARTIHEQGARAAGPFVPVNCGAIPAELMESEFFGHKKGSFTGA 240
NTDB id 1473 PAKAF RS24000 WP 003094694.1 LGESPPMRALRNQIGKLARSQAPVYISGESGSGKELVARLIHEQGPRIERPFVPVNCGAIPSELMESEFFGHKKGSFTGA 215
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NTDB id 1045 H0N27 RS16330 WP 168727019.1 TQDKQGLILSAHGGSLFLDEIAELPLSMQVKLLRAVQEKKIRPVGSDQEIDVDFRVISASHQDLDLLVRQGKFRQDLFFR 300
NTDB id 413810 IXO1104 RS17560 WP 171970756.1 HADKPGLFQAAHGGTLFLDEVAELPLQMQVKLLRAIQEKSVRPVGASGETLVDVRILSATHKDLGDLVSDGRFRHDLYYR 320
NTDB id 1473 PAKAF RS24000 WP 003094694.1 IEDKQGLFQAASGGTLFLDEVADLPMAMQVKLLRAIQEKAVRAVGGQQEVAVDVRILCATHKDLAAEVGAGRFRQDLYYR 295
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NTDB id 1045 H0N27 RS16330 WP 168727019.1 IHVMDLILPPLRERGEDVLLLANHFIQKICMEWETPPKQLTEAAETYLLQQHFPGNVRELRNMIERAITLSEDATIDISH 380
NTDB id 413810 IXO1104 RS17560 WP 171970756.1 INVIELRVPPLRERGGDLPQLAAAIIARLAHSHGRTIPLLTQSALDALDHYGFPGNVRELENILERALALAEDDQISATD 400
NTDB id 1473 PAKAF RS24000 WP 003094694.1 LNVIELRVPPLRERREDIPLLAERILKRLAGDTGLPAARLTGDAQEKLKNYRFPGNVRELENMLERAYTLCEDDQIQPHD 375
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NTDB id 1045 H0N27 RS16330 WP 168727019.1 LHPAPLRANISNPFASAAQSIQTTVAAPQAV..KKLPSEGLERYLENIEKDILLNALNMTHWNRTLAAKKLGMTFRSLRY 458
NTDB id 413810 IXO1104 RS17560 WP 171970756.1 LRLPAHGGHR...LAATPGSA..AVEPREAVVDIDPASAALPSYIEQLERAAIQKALEENRWNKTKTAAQLGITFRALRY 475
NTDB id 1473 PAKAF RS24000 WP 003094694.1 LRLADAPGAS...QEGAA...........SL....SEIDNLEDYLEDIERKLIMQALEETRWNRTAAAQRLGLTFRSMRY 437
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NTDB id 1045 H0N27 RS16330 WP 168727019.1 RLKKFGLDTETEQEV 473
NTDB id 413810 IXO1104 RS17560 WP 171970756.1 KLKKLGME....... 483
NTDB id 1473 PAKAF RS24000 WP 003094694.1 RLKKLGID....... 445
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