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NTDB id 375 SMU RS06880 WP 002262929.1 .....MTNVFESSPLFLRILLAVLIILLFFYFIFLNYREYKNNNQVKQLNAKVRSLITGHYTDKLKVEDNSDLSELVNNV 75
NTDB id 41379 HMPREF0833 RS04460 WP 013903909.1 MIDQLKQFVMSSNFVFVLITVGFIIV.....VALLLLENRRDNIKLRQLNSKIKDLIAGDYSEVVDMQGSPELTDMTNSI 75
NTDB id 414 AAK55818.1 838..2187( ) MLDLLKQTIFTRDFIFILILLGFILV.....VTLLLLENRRDNIQLKQINQKVKDLIAGDYSKVLDMQGGSEITNITNNL 75
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logo NDLSEVFIRLTQHENLAEQEKSTNKRLNTS I LFSYMTDGVLATDNRSRGKQITIVMVINEDTMAAKQKQLGNLVNTVKPRDEDEQAVLENCRTNS I LEDI
LLDKS ILDEGEDDNSYDETYLNRSDL I

NTDB id 375 SMU RS06880 WP 002262929.1 NDLSEVFRLTHENLAQEKNRLTSILSYMTDGVLATDRSGKITVINDMAQKQLNVTREQALECNILDILD.DDSYTYNDLI 154
NTDB id 41379 HMPREF0833 RS04460 WP 013903909.1 NDLSEVIRLTHENLEQETKRLTSILSYMTDGVLATNRRGQIIMVNEMAAKQLNVNPDEVLNTSILDLLSLGDDYDLRSLI 155
NTDB id 414 AAK55818.1 838..2187( ) NDLSEVIRLTQENLEQESKRLNSILFYMTDGVLATNRRGQIIMINDTAKKQLGLVKEDVLNRSILELLKIEENYELRDLI 155
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NTDB id 375 SMU RS06880 WP 002262929.1 TKTPEIVLTRRDEYDEFITLRIRFALNRRESGFISGLIAVLHDATEQEKEERERRLFVSNVSHELRTPLTSVKSYLEALD 234
NTDB id 41379 HMPREF0833 RS04460 WP 013903909.1 TEVPELTIDSQDENGEYISLRVRFALIRRESGFISGLVAVLHDTTEQDKEERERRLFVSNVSHELRTPLTSVKSYLEALD 235
NTDB id 414 AAK55818.1 838..2187( ) TQSPELLLDSQDINGEYLNLRVRFALIRRESGFISGLVAVLHDTTEQEKEERERRLFVSNVSHELRTPLTSVKSYLEALD 235
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NTDB id 375 SMU RS06880 WP 002262929.1 DGALTESVAPSFIKVSLDETNRMMRMITDLLSLSRIDNQTSHLDVELTNFTAFMNYILDRFDQIQSQQ.STNKVYEIIRD 313
NTDB id 41379 HMPREF0833 RS04460 WP 013903909.1 DGALSEPVAPDFVKVSLNETNRMMRMVTDLLSLSRIDNETSQLDIELTNFTAFITFILNRFDKIKSQSQEDTKKYELIRE 315
NTDB id 414 AAK55818.1 838..2187( ) EGALCETVAPDFIKVSLDETNRMMRMVTDLLHLSCIDNATSHLDVELINFTAFITFILNRFDKMKGQ..EKEKKYELVRD 313
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NTDB id 375 SMU RS06880 WP 002262929.1 YPDKSVWIEIDTDKMTQVIDNILNNAIKYSPDGGKVTITMQTTDTQLILSISDQGLGIPKKDLPLIFDRFYRVDKARSRA 393
NTDB id 41379 HMPREF0833 RS04460 WP 013903909.1 YPITPIWVEIDTDKMTQVIDNILNNAIKYSPDGGKIKVGMRTTDAQLIISISDEGLGIPKKDLPRIFDRFYRVDKARSRA 395
NTDB id 414 AAK55818.1 838..2187( ) YPINSIWMEIDTDKMTQVVDNILNNAIKYSPDGGKITVRMKTTEDQMILSISDHGLGIPKQDLPRIFDRFYRVDRARSRA 393
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logo QGGTGLGLSAIAKE IVIKQHKGF IWANKSEEYGEKGSTFTIVLPYEDNKDNADIVAKDEI EDEVWDEDETDEVEDEDES
NTDB id 375 SMU RS06880 WP 002262929.1 QGGTGLGLAIAKEIVKQHKGFIWANSEEGEGSTFTIVLPYENDNDAIDEWEEDEDES 450
NTDB id 41379 HMPREF0833 RS04460 WP 013903909.1 QGGTGLGLAIAKEIIKQHKGFIWAKSEYGKGSTFTIVLPYDKDAIKDD.WDTEEEE. 450
NTDB id 414 AAK55818.1 838..2187( ) QGGTGLGLSIAKEIIKQHKGFIWAKSEYGKGSTFTIVLPYDKDAVKEEVWEDEVED* 449
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