
logo MTEKTGFKRYS I LASGSSGNSFYLETPKQKKRI
LL IDAGLSGKKI STGQLLMAE IDRKPVDEDLVDAI L IVTHEHKSDHIHGVGVLARKYGLMD

NTDB id 41378 HMPREF0833 RS04455 WP 003015609.1 MTEKGFKYSILASGSSGNSFYLETPKKKLLIDAGLSGKKITGLLAEIDRKPEDLDAILITHEHSDHIHGVGVLARKYGMD 80
NTDB id 383 SMU RS06875 WP 002262928.1 MTETGFRYSILASGSSGNSFYLETPQKRILIDAGLSGKKISQLMAEIDRKVDDVDAILVTHEHKDHIHGVGVLARKYGLD 80
consensus !!! !!*!!!!!!!!!!!!!!!!!! !**!!!!!!!!!!!* !*!!!!!!**!*!!!!*!!!! !!!!!!!!!!!!!!*!

logo

L
VYANAEATWKQAMDEGTKMYI

LGKI
VDDVASQKHI FDELMGKTI

KTFGDIDI ESFGVSHDAAAQPQFYRFLMKDGKSFVI
MLTDTGYVSDRLMADG

NTDB id 41378 HMPREF0833 RS04455 WP 003015609.1 LYANEATWKAMEGTKYLGKVDDAQKHIFEMGKTKTFGDIDIESFGVSHDAAAPQFYRFMKDGKSFVMLTDTGYVSDRLAG 160
NTDB id 383 SMU RS06875 WP 002262928.1 VYANAATWQAMDG..MIGKIDVSQKHIFDLGKTITFGDIDIESFGVSHDAAQPQFYRLMKDGKSFVILTDTGYVSDRMAD 158
consensus *!!! !!! !!*!** *!!*! !!!!!**!!! !!!!!!!!!!!!!!!!! !!!!! !!!!!!!!*!!!!!!!!!!*!

logo
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VKELAHMTMEKN

NTDB id 41378 HMPREF0833 RS04455 WP 003015609.1 IVADADGYLIESNHDVEILRAGSYAWRLKQRILSDLGHLSNEDGADAMIRTLGNRTKKIYLGHLSKENNIKELAHMTMEN 240
NTDB id 383 SMU RS06875 WP 002262928.1 LIENADGYLIESNHDIEILRSGIYPWSLKQRILSDKGHLSNDDGAETMVRTLGNKTKKIYLGHLSKENNVKELAHMTMKN 238
consensus ** !!!!!!!!!!!*!!!! ! !*! !!!!!!!! !!!!!*!!!* !*!!!!!*!!!!!!!!!!!!!!*!!!!!!!! !

logo

A
QLAMQRADLAVDGHDFEKI

V
L
YDTSPDTALTPLATKI

NTDB id 41378 HMPREF0833 RS04455 WP 003015609.1 QLARADLAVGHDFEVLDTSPDTATPLTKI 269
NTDB id 383 SMU RS06875 WP 002262928.1 ALMQADLAVDHDFKIYDTSPDTALPLAKI 267
consensus ! !!!!! !!! * !!!!!!! !! !!
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