>

e st ot L

NTDB id 600 KW2 RS01765 WP 011675413.1 MATKK. .. .. KTNFDDITKKYGA VARG A . ANQKMSV GSL
NTDB id 269 KZH43 RS08665 WP 001085462.1 .MAKK..... PKKLEEISKKFGA INUGANERR . AEQKMQV GSL

NTDB id 228 SPD RS09265 WP 001085462.1 .MAKK..... PKKLEEISKKFGA INVIANERR . AEQKMQV GSL
NTDB id 194 SPR RS08825 WP 001085462.1 .MAKK..... PKKLEEISKKFGA INUANCERR . AEQKMQV GSL
NTDB id 159 SP RS09750 WP 001085462.1 .MAKK..... PKKLEEISKKFGA INUANERR . AEQK GSL
NTDB id 499 SM12261 RS08315 WP 078228268.1 .MAKK..... PKKLDEISKKFGA INIANERR . AEQK GSL

NRNIHD DD HD DI D

NTDB id 527 SMSK321 RS11065 WP 001085454.1 .MAKK..... PKKLDEISKKFGA INIGANERR . AEQK GSL
NTDB id 408 SMU RS09530 WP 002262392.1 .MAKR..... VANERE . AEQK GSL
NTDB id 453 Spy49 1753c ACI62003.1 .MAKK..... LKKNEEITKKFGD IUAREER . AEQK GSL
NTDB id 115 BSU 16940 NP 389576.2 ... .. . ... i, INVEONERK . TDTR GSL LD
NTDB id 625 LCA RS02525 WP 011374196.1 ......... ... ....... .VDTQ GSL LD
NTDB id 1313 DR RS12030 WP 0108889%66.1 ....... MSKDATKEISAPTDAK .SKLD GSLELD
NTDB id 1245 Cj1673c YP 002345041.1 ... .. ... . .EVEQ GS
NTDB id 1214 NCTC11637 00359 SQJ03206.1 .................. .QVEK GSL
NTDB id 1211 C694 RS00795 WP 000963128.1  .................. .QVEK GSL
NTDB id 1334 RAOC RS04870 WP 004918236.1  .......... MAKT..ETTSPND GSL
NTDB id 1389 A4U84 RS07560 WP 021112712.1 .MAENKKSSKNNTV. .VKQVEPEQ GSL
NTDB id 1130 NGFG RS03960 WP 003688695.1  .................... IEKNFGKGEIM GSL
NTDB id 1124 NGFG RS03960 WP 003688695.1  .................... TEKNFGKGEIM GSL
NTDB id 1123 OK783 RS03845 WP 003688695.1  .................... TEKSJFGKGEIIM GSL
NTDB id 1427 RS RS02760 WP 011000510.1 .MEDG........ K. .KAASMSA GSL

NTDB id 1165 A1552VC RS01565 WP 000344154.1 ....................
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NTDB id 600 KW2 RS01765 WP 011675413.1 I EIYGPESSGKTT l 154
NTDB id 269 KZH43 RS08665 WP 001085462.1 I EIYGPESSGKTT AQKINGGINAAF IDAEHALDPIYY ALNAL.GVN SQPD 153
NTDB id 228 SPD RS09265 WP 001085462.1 I EIYGPESSGKTT ANFNQKINGGINNAF IDAEHALDPIVY ARWAL GVN SQPD 153
NTDB id 194 SPR RS08825 WP 001085462.1 I EIYGPESSGKTT ANFAQKINGGINNAF IDAEHALDPEY ARWALGVN SQPD 153
NTDB id 159 SP RS09750 WP 001085462.1 I EIYGPESSGKTT ANINQKINGGINNAF IDAEHALDPEYY ARWAL GVN SQPD 153
NTDB id 499 SM12261 RS08315 WP 078228268.1 I EIYGPESSGKTT ANFAQKINGGINNAF IDAEHALDPJAY ARWALGVN SQPD 153
NTDB id 527 SMSK321 RS11065 WP 001085454.1 I EIYGPESSGKTT AQKINGGINAAF IDAEHALDPEYY ALNAL.GVN SQPD 153
NTDB id 408 SMU RS09530 WP 002262392.1 I EIYGPESSGKTT ANFAQKDIGGINNAF IDAEHALDPIYY ARWAL GVN SQPD 153
NTDB id 453 Spy49 1753¢c ACI62003.1 I EIYGPESSGKTT ANFAQKINGGINNAF IDAEHALDPEYY ARWALGVN QPD 153
NTDB id 115 BSU 16940 NP 389576.2 I E YGPESSGKTT AIRYQRINGGFNAF IDAEHALDPRYY A[NJL.GVN ELL SQPD 138
NTDB id 625 LCA RS02525 WP 011374196.1 I EIYGPESSGKTT JE VJ4Q[eIe T AN IDAEA DPIAYARWALGVN D LL SQPD 140
NTDB id 1313 DR RS12030 WP 010888966.1 IEIYGPESGKTT A[MEIQKIAGGINMAF IDAEHALDPYY ARFNLGVNWWDELL SQPDRNGEQALETI 152
NTDB id 1245 Cj1673(: YP 002345041.1 I EIYGPESSGKTT AINMOKINGGUISAF IDAEHA LDYAYY APNL. GV Ng§D Ll SQPDIRAGEQALEI\Y 139
NTDB id 1214 NCTC11637 00359 SQJ03206.1 I EIYGPESSGKTT AINGQKNIGGUASAF IDAEHALDNAs|Y AJQYMI.GV i SQPD GEQALET]S 141
NTDB id 1211 C694 RS00795 WP 000963128.1 I EIYGPESSGKTT AINMOKINGGNASAF IDAEHALDEAsIY ANSHI.GV i L SQPD GEQALEI)N 141
NTDB id 1334 RAOC RS04870 WP 004918236.1 I EIYGPESSGKTT AQKGGAFIDAEHADYALG N EL SQPDINGEQALEIFA 148
NTDB id 1389 A4U84 RS07560 WP 021112712.1 I EIYGPESSGKTT AQKAFIDAEHALDPYALGVNDELL SQPDINIGEQALETI[Y 156
NTDB id 1130 NGFG RS03960 WP 003688695.1 I EI GPESSGKTT MEGAF DAEHAIDPEIY AIRSYL G VIY SQPD GEQALEI[¢ 140
NTDB id 1124 NGFG RS03960 WP 003688695.1 I EI GPESSGKTT MM6AF DAEHAIIDPWIY ARBYL G V)Y SQPD GEQALEI[# 140
NTDB id 1123 0K783 RS03845 WP 003688695.1 I EI GPESSGKTT MOGAF DAEHAIDPUIY AIRSYL G VIY SQPD GEQALEI[¢ 140
NTDB id 1427 RS RS02760 WP 011000510.1 EIYGPESSGKTT INGAFTDAEHALDUMRY AIYL G V)Y SQPD GEQALEI[A 148
NTDB id 1165 A1552VC RS01565 WP 000344154.1 [SANEEEANcIciel Gy SQPD GEQALEI[¢ 139
NTDB id 1142 GTF74 RS11550 WP 000344154.1 I EI GPESSGKTT SQPD GEQALEI[® 139
NTDB id 1022 ACIAD RS06390 WP 004925639.1 I EIYGPESSGKTT SQPDBIGEQALE TL 139
NTDB id 1074 ABD1 RS10195 WP 000344167.1 I EIYGPESSGKTT SQPDIYGEQALETI[N 139
NTDB id 413773 GTQ55 RS05725 WP 161857874.1 [IRESNREEINIICNENE SQPD GEQALE [\ 139
NTDB id 1205 PSJM300 05545 AFN77183.1 I EIYGPESSGKTT SQPD GEQALEIpy 139
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NTDB id 600 KW2 RS01765 WP 011675413.1 GSTKIEEGS. KVVKNKVAPPF IM GEGISGEL N 312
NTDB id 269 KZH43 RS08665 WP 001085462.1 IMGNTQIKGTG. KVVKNKVAPPF IMYGEGIS K 311
NTDB id 228 SPD RS09265 WP 001085462.1 IMGNTQIKGTG. KVVKNKVAPPF IMYGEGIS K 311
NTDB id 194 SPR RS08825 WP 001085462.1 IMGNTQIKGTG. KVVKNKVAPPF IMYGEGIS K 311
NTDB id 159 SP RS09750 WP 001085462.1 IMGNTQIKGTG. KVVKNKVAPPF IMYGEGIS K 311
NTDB id 499 SM12261 RS08315 WP 078228268.1 IMGSTQIKGTG. KVVKNKVAPPF IMYGEGIS K 311
NTDB id 527 SMSK321 RS11065 WP 001085454.1 IMGSTQIKGTG. KVVKNKVAPPF IMYGEGIS K 311
NTDB id 408 SMU RS09530 WP 002262392.1 IMGNTQIKGTG. KVVKNKVAPPF INYGEGIS K 311
NTDB id 453 Spy49 1753c ACI62003.1 IMGTTQIKGTG. KVVKNKVAPPF IMYGEGIS K 311
NTDB id 115 BSU 16940 NP 389576.2 MRAEQLKQGN. . ... KVVKNKVAPPF IMYGEGIS D 292
NTDB id 625 LCA RS02525 WP 011374196.1 IMBAETIKNGT. . ... KVVKNKVAPPF IMYG GIS D 294
NTDB id 1313 DR RS12030 WP 010888966.1 R .PTKVGNDA KPVKNKVARPF G 307
NTDB id 1245 Cj1673c YP 002345041.1 R .L.KQNEEP KVVKNKVAPPF M GEG S DY 294
NTDB id 1214 NCTC11637 00359 SQJ03206.1 R .L.KQNEQH INKVVKNKVAPPF IM GEGIS DY 296
NTDB id 1211 C694 RS00795 WP 000963128.1 R ....L.KQNEQH BKVVKNKVAPPF IM GEGIS DY 296
NTDB id 1334 RAOC RS04870 WP 004918236.1 IMBSLSDTGKIKDKSGEV KVVKNKVAPPF IMYGEG S D 307
NTDB id 1389 A4U84 RS07560 WP 021112712.1 IMRCGV. .. .V.KDGREI KVVKNKVAPPF IMYGEGIS I 310
NTDB id 1130 NGFG RS03960 WP 003688695.1 IMBTGS....I.KKGEEV KV KNKVAPPF IIMYGEGIS|JAGEL |y 294
NTDB id 1124 NGFG RS03960 WP 003688695.1 IMRTGS....I.KKG KV KNKVAPPF IIMYGEGIS|JAGEL |y 294
NTDB id 1123 0K783 RS03845 WP 003688695.1 R .. I.KKG KV KNKVAPPF IMYGEGIS|AGEL | 294
NTDB id 1427 RS RS02760 WP 011000510.1 R .. I.KKG KVVKNKVAPPF IIMYGRG S IGE = | 302
NTDB id 1165 A1552VC RS01565 WP 000344154.1 R ..I.KEG KVVKNK AINPF [ZARMMOTIMYG GI@Y I2GEL |y 293
NTDB id 1142 GTF74 RS11550 WP 000344154.1 R .. I.KEG KVVKNK 'AEPEF [QANNNTMYG Gig\ IRGEL |y 293
NTDB id 1022 ACIAD RS06390 WP 004925639.1 R . .V.KEG KVVKNK APPF [QAIMINTIRYGING |[MMBGEL |y 293
NTDB id 1074 ABD1 RS10195 WP 000344167.1 R . .V.KEG KVVKNK APPF [|SAISINTIRY GIYGENMEGEL |y 293
NTDB id 413773 GTQ55 RS05725 WP 161857874.1 R . .V.KEG KVVKNKVAPPE [NENSNTIRYGEGINUIRGE o) 293
NTDB id 1205 PSJM300 05545 AFN77183.1 R .V.KEG KVVKNKVAPPF  [WAININTIRY GIRGIN WNGE | 293
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