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NTDB id 114 BSU 16110 NP 389493.1 MDQAAVCLTICRINQLLSPSLLLKWWKADPSMSLTSPVL............................QTVTRDQIKAAAL 52
NTDB id 1250 GCO85 RS13065 WP 027219989.1 ............MNNLQPLLALNRMKRIGP.....RTVLKLQKRWPDLNLMFQLSSVDLEEAGLPSWLAQTIKNFDPDFI 63
NTDB id 599 KW2 RS05940 WP 021037268.1 ...........MITNFD....LFRWKKAGMTNLGVNKLLKFFRKYDRKISLRQMG..QVAQVKSIPNFIEQYKNQDVKKL 63
NTDB id 407 SMU RS04605 WP 002262865.1 ............MDNFQ....LFKLKKAGLTNLNILNIIDYEERTQKSLSLRDMA..VVSKNKKPLIFMEHYKNLDSKAL 62
NTDB id 41374 HMPREF0833 RS02650 WP 013903585.1 ............MEKFE....IFKLKEAGLSNEQVLRVLDYCRKGQVLPSLEEIA..RIARCRSILHFVDKYRQLDEDHL 62
NTDB id 525 SMSK321 RS06295 WP 000705298.1 ..........MKITNYE....IYKLKKSGLTNQQILKVLEYGENVDQELLLGDIA..DISGCRNPAVFMERYFQIDDAHL 64
NTDB id 267 KZH43 RS05590 WP 000705306.1 ..........MKITNYE....IYKLKKSGLTNQQILKVLEYGENVDQELLLGDIA..DISGCRNPAVFMERYFQIDDAHL 64
NTDB id 226 SPD RS05990 WP 000705306.1 ..........MKITNYE....IYKLKKSGLTNQQILKVLEYGENVDQELLLGDIA..DISGCRNPAVFMERYFQIDDAHL 64
NTDB id 192 SPR RS05715 WP 000705306.1 ..........MKITNYE....IYKLKKSGLTNQQILKVLEYGENVDQELLLGDIA..DISGCRNPAVFMERYFQIDDAHL 64
NTDB id 157 SP RS06205 WP 000705306.1 ..........MKITNYE....IYKLKKSGLTNQQILKVLEYGENVDQELLLGDIA..DISGCRNPAVFMERYFQIDDAHL 64
NTDB id 497 SM12261 RS05565 WP 000705318.1 ..........MKITNYE....IYKLKKSGLTNQQVLAVLEYGENVDQELLLGDIA..EISGCRNPAVFMERYFQIDDAHL 64
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NTDB id 114 BSU 16110 NP 389493.1 KNEIEQFYPKLPRVLAAYREQGINTIPISSKQYPFWLKSIYDPPAVLFAKGDMTLLSKGRKIGIVGTRNPTAYGKQVVNH 132
NTDB id 1250 GCO85 RS13065 WP 027219989.1 KTDLNWLS..........SSENHHILTWDSPYYPALLKEIADPPFILYAKGELSALTQ.PSLAIVGSRNASVTGNENARA 132
NTDB id 599 KW2 RS05940 WP 021037268.1 RADYKKF................SSFSILDDLYPERLREIYNPPVLIFYQGNIDLLKN.PKLAFVGSRLAGQSGIKSVQK 126
NTDB id 407 SMU RS04605 WP 002262865.1 RKEFNRF................PSLSILDKEYPLELKNIYNPPVLLFYQGDLDLLAR.PKLAVVGSRNASQMGVAAVKK 125
NTDB id 41374 HMPREF0833 RS02650 WP 013903585.1 HKEFERF................PSLSIFDPEYPEELLQIYNPPVILFYQGNLQLLTR.PKIAVVGARETTREGVRSVEK 125
NTDB id 525 SMSK321 RS06295 WP 000705298.1 EKEFKKI................PSFSILDDCYPWDLSEIYDAPVLLFYKGNLDLLKF.PKVAVVGSRSCSKQGAKSVEK 127
NTDB id 267 KZH43 RS05590 WP 000705306.1 SKEFQKF................PSFSILDDCYPWDLSEIYDAPVLLFYKGNLDLLKF.PKVAVVGSRACSKQGAKSVEK 127
NTDB id 226 SPD RS05990 WP 000705306.1 SKEFQKF................PSFSILDDCYPWDLSEIYDAPVLLFYKGNLDLLKF.PKVAVVGSRACSKQGAKSVEK 127
NTDB id 192 SPR RS05715 WP 000705306.1 SKEFQKF................PSFSILDDCYPWDLSEIYDAPVLLFYKGNLDLLKF.PKVAVVGSRACSKQGAKSVEK 127
NTDB id 157 SP RS06205 WP 000705306.1 SKEFQKF................PSFSILDDCYPWDLSEIYDAPVLLFYKGNLDLLKF.PKVAVVGSRACSKQGAKSVEK 127
NTDB id 497 SM12261 RS05565 WP 000705318.1 EKEFQKF................PSFSILDDCYPWDLSEIYDAPVLLFYKGNLDLLKF.PKVAVVGSRACSKQGAKSVEK 127
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NTDB id 114 BSU 16110 NP 389493.1 LTKEICRKGWVIVSGLASGIDGMSHAASIKAKGRTIGVIAGGFQHIYPRENLQLADHMAKHHILLSEHPPETKPQKWHFP 212
NTDB id 1250 GCO85 RS13065 WP 027219989.1 FSREISRHGVSIVSGLALGIDAHAHLGCLEGGGKTIAVLGTGIDCIYPRRHLKLAEQITENGLLLSEFPLKSPPIAGHFP 212
NTDB id 599 KW2 RS05940 WP 021037268.1 IVTELN.QSFTIVSGLAKGIDTASHLSAIKTKTPTIAVIGTGLDIFYPLENRKIQEYLAKYQLVLSEYSLGEKPLKYHFP 205
NTDB id 407 SMU RS04605 WP 002262865.1 IIQDLS.KQFVIISGLARGIDTAAHLASLKSGGATIAVIGTGLDVHYPKENRRLQDYIAKNHLLLSEYEAQSQPLKYHFP 204
NTDB id 41374 HMPREF0833 RS02650 WP 013903585.1 IIKELG.NELVIVSGLAKGIDATAHYASIRNGGKTIGVIGTGLDVFYPKSNQRLQAHMGEHHLILSEYGPGQAPLKFHFP 204
NTDB id 525 SMSK321 RS06295 WP 000705298.1 IIQGLE.NELVIVSGLAKGIDTAAHMAALQNGGKTIAVIGTGLDVFYPKANKRLQDYISNDHLVLSEYGPGEQPLKFHFP 206
NTDB id 267 KZH43 RS05590 WP 000705306.1 VIQGLE.NELVIVSGLAKGIDTAAHMAALQNGGKTIAVIGTGLDVFYPKANKRLQDYIGNDHLVLSEYGPGEQPLKFHFP 206
NTDB id 226 SPD RS05990 WP 000705306.1 VIQGLE.NELVIVSGLAKGIDTAAHMAALQNGGKTIAVIGTGLDVFYPKANKRLQDYIGNDHLVLSEYGPGEQPLKFHFP 206
NTDB id 192 SPR RS05715 WP 000705306.1 VIQGLE.NELVIVSGLAKGIDTAAHMAALQNGGKTIAVIGTGLDVFYPKANKRLQDYIGNDHLVLSEYGPGEQPLKFHFP 206
NTDB id 157 SP RS06205 WP 000705306.1 VIQGLE.NELVIVSGLAKGIDTAAHMAALQNGGKTIAVIGTGLDVFYPKANKRLQDYIGNDHLVLSEYGPGEQPLKFHFP 206
NTDB id 497 SM12261 RS05565 WP 000705318.1 VIQGLE.NELVIVSGLAKGIDTAAHMAALQNGGKTIAVIGTGLDVFYPKANKRLQDYIGNDHLVLSEYGPGEQPLKFHFP 206
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NTDB id 114 BSU 16110 NP 389493.1 MRNRIISGLSEGVIVVQGKEKSGSLITAYQALEQGREVFAVPGSLFDPYAGGPIKLIQQGAKAIWSAEDIFEELPERNVQ 292
NTDB id 1250 GCO85 RS13065 WP 027219989.1 LRNRIISGLSLCILVIEAAIKSGSLITARMALEQNRDVLAIPGSIHNPLARGCHYLLQQGAKLVTSVADVLDELKIEHHQ 292
NTDB id 599 KW2 RS05940 WP 021037268.1 ERNRIIAGLSRGVVVVEAKLRSGSLITCERALEEGRDIFAIPGNIADGTSDGCNHLIQQGAKLVYQAQDILEEYLYN... 282
NTDB id 407 SMU RS04605 WP 002262865.1 ERNRIIAGLSQGVMVAEAKIRSGSLITCERAMEEGRDVFVVPGNILDGQSEGCHHLIQEGAKCITSGFDILNEFNF.... 280
NTDB id 41374 HMPREF0833 RS02650 WP 013903585.1 ERNRIIAGLCQAVIVAEARLRSGSLITCERAMEEGRDVFAIPGNILDGKSAGCHHLIQEGAKLVTSGQDILDELKYEL.. 282
NTDB id 525 SMSK321 RS06295 WP 000705298.1 ARNRIIAGLCRGVIVAEAKMRSGSLITCERAMEEGRDVFAIPGSILDGLSDGCHHLIQEGAKLVTSGQDVLAEFEF.... 282
NTDB id 267 KZH43 RS05590 WP 000705306.1 ARNRIIAGLCRGVIVAEAKMRSGSLITCERAMEEGRDVFAIPGSILDGLSDGCHHLIQEGAKLVTSGQDVLAEFEF.... 282
NTDB id 226 SPD RS05990 WP 000705306.1 ARNRIIAGLCRGVIVAEAKMRSGSLITCERAMEEGRDVFAIPGSILDGLSDGCHHLIQEGAKLVTSGQDVLAEFEF.... 282
NTDB id 192 SPR RS05715 WP 000705306.1 ARNRIIAGLCRGVIVAEAKMRSGSLITCERAMEEGRDVFAIPGSILDGLSDGCHHLIQEGAKLVTSGQDVLAEFEF.... 282
NTDB id 157 SP RS06205 WP 000705306.1 ARNRIIAGLCRGVIVAEAKMRSGSLITCERAMEEGRDVFAIPGSILDGLSDGCHHLIQEGAKLVTSGQDVLAEFEF.... 282
NTDB id 497 SM12261 RS05565 WP 000705318.1 ARNRIIAGLCRGVIVAEAKMRSGSLITCERAMEEGRDVFAIPGSILDGLSDGCHHLIQEGAKLVTSGQDVLAEFEF.... 282
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