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NTDB id 363 SMU RS05195 WP 002262215.1 MLIKLRKQKQDENISFFSHFFAVFTGIFFVMTVIIIQVMHFGIYSSVDNSLKIATENVNDYVNMTLSHNNPITEA..... 75
NTDB id 41373 HMPREF0833 RS01450 WP 013903377.1 MLTRIKKTVGEDDFSYFIRYFGLFTLIFSAMTLIIIQVMRSSLYTTVDENLKTLSKDPYSLAAIAYRDQRQSKDKDNDED 80
NTDB id 259 KZH43 RS03480 WP 000491790.1 MFSKLKKTWYADDFSYFIRNFGVFTLIFSTMTLIILQVMHSSLYTSVDDKLHGLSENPQAVIQLAINRATEE.....IKD 75
NTDB id 218 SPD RS03780 WP 000491790.1 MFSKLKKTWYADDFSYFIRNFGVFTLIFSTMTLIILQVMHSSLYTSVDDKLHGLSENPQAVIQLAINRATEE.....IKD 75
NTDB id 184 SPR RS03565 WP 000491790.1 MFSKLKKTWYADDFSYFIRNFGVFTLIFSTMTLIILQVMHSSLYTSVDDKLHGLSENPQAVIQLAINRATEE.....IKD 75
NTDB id 148 SP RS03910 WP 000491790.1 MFSKLKKTWYADDFSYFIRNFGVFTLIFSTMTLIILQVMHSSLYTSVDDKLHGLSENPQAVIQLAINRATEE.....IKD 75
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NTDB id 363 SMU RS05195 WP 002262215.1 .EN.GDASFKVKSNGQMAANTDTILYDKKHNVINNVNAFSSLYHIRPKLKDIGDIVEQEAKNIYGQTEKYRTVTVK..VN 151
NTDB id 41373 HMPREF0833 RS01450 WP 013903377.1 PEVMIPDHDKSEPKGDVTSNTTVVLLNRNYENLTTGNGFLNFKSVTFGRKLLNKVSQLQITNSYGKKESYRAYMTDLGLT 160
NTDB id 259 KZH43 RS03480 WP 000491790.1 LENARADASKVEIKPNVSSNTEVILFDKDFTQLLSGNRFLGLDKIKLEKKELGHIYQIQVFNSYGQEEIYRVILMETNIS 155
NTDB id 218 SPD RS03780 WP 000491790.1 LENARADASKVEIKPNVSSNTEVILFDKDFTQLLSGNRFLGLDKIKLEKKELGHIYQIQVFNSYGQEEIYRVILMETNIS 155
NTDB id 184 SPR RS03565 WP 000491790.1 LENARADASKVEIKPNVSSNTEVILFDKDFTQLLSGNRFLGLDKIKLEKKELGHIYQIQVFNSYGQEEIYRVILMETNIS 155
NTDB id 148 SP RS03910 WP 000491790.1 LENARADASKVEIKPNVSSNTEVILFDKDFTQLLSGNRFLGLDKIKLEKKELGHIYQIQVFNSYGQEEIYRVILMETNIS 155
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LLENSYMEQKQKQASFVENASHELRTPLAV
NTDB id 363 SMU RS05195 WP 002262215.1 NDFYPQIKFATIVINTTQLEEANTRYVTIIISVMIVFWLISVIASVYLAKWSQKPILENYEKQKSFVENASHELRTPLAV 231
NTDB id 41373 HMPREF0833 RS01450 WP 013903377.1 DDGGSDVKYAVIMTNISQLEQTSEEHESQIALVMICFWGISLFASLFLARLSVKPLLESMQKQKAFVENASHELRTPLAV 240
NTDB id 259 KZH43 RS03480 WP 000491790.1 S.VSTNIKYAAVLINTSQLEQASQKHEQLIVVVMASFWILSLLASLYLARVSVRPLLESMQKQQSFVENASHELRTPLAV 234
NTDB id 218 SPD RS03780 WP 000491790.1 S.VSTNIKYAAVLINTSQLEQASQKHEQLIVVVMASFWILSLLASLYLARVSVRPLLESMQKQQSFVENASHELRTPLAV 234
NTDB id 184 SPR RS03565 WP 000491790.1 S.VSTNIKYAAVLINTSQLEQASQKHEQLIVVVMASFWILSLLASLYLARVSVRPLLESMQKQQSFVENASHELRTPLAV 234
NTDB id 148 SP RS03910 WP 000491790.1 S.VSTNIKYAAVLINTSQLEQASQKHEQLIVVVMASFWILSLLASLYLARVSVRPLLESMQKQQSFVENASHELRTPLAV 234
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NTDB id 363 SMU RS05195 WP 002262215.1 LQNRLESLFRKPEATILDSSESIASSLEEVRNMRMLTANLLNLARRDDGIKPEITEIQPRFFDDTFKNYEMIARENGKKL 311
NTDB id 41373 HMPREF0833 RS01450 WP 013903377.1 LQNRLETLFRKPEATIMESSESIASSLDEVRNMKLLTTNLLNIARRDDGLKPEIEEIEPSFFDQTFSNFEIIAEENGKFF 320
NTDB id 259 KZH43 RS03480 WP 000491790.1 LQNRLETLFRKPEATIMDVSESIASSLEEVRNMRFLTTSLLNLARRDDGIKPELAEVPTSFFNTTFTNYEMIASENNRVF 314
NTDB id 218 SPD RS03780 WP 000491790.1 LQNRLETLFRKPEATIMDVSESIASSLEEVRNMRFLTTSLLNLARRDDGIKPELAEVPTSFFNTTFTNYEMIASENNRVF 314
NTDB id 184 SPR RS03565 WP 000491790.1 LQNRLETLFRKPEATIMDVSESIASSLEEVRNMRFLTTSLLNLARRDDGIKPELAEVPTSFFNTTFTNYEMIASENNRVF 314
NTDB id 148 SP RS03910 WP 000491790.1 LQNRLETLFRKPEATIMDVSESIASSLEEVRNMRFLTTSLLNLARRDDGIKPELAEVPTSFFNTTFTNYEMIASENNRVF 314
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NTDB id 363 SMU RS05195 WP 002262215.1 HIINKVNRQIKTDKTLLKQLMTILFDNAVKYTDNDGEIWLDVKTTDRSLIFSVADNGQGISDEDKKKIFDRFYRVDKART 391
NTDB id 41373 HMPREF0833 RS01450 WP 013903377.1 QGDNQVDKVICSDKTLLKQLMTILYDNALKYTDEDGEIQFEVQLKDKNLLLRALDNGPGVRDEDKKRIFDRFYRVDKART 400
NTDB id 259 KZH43 RS03480 WP 000491790.1 RFENRIHRTIVTDQLLLKQLMTILFDNAVKYTEEDGEIDFLISATDRNLYLLVSDNGIGISTEDKKKIFDRFYRVDKART 394
NTDB id 218 SPD RS03780 WP 000491790.1 RFENRIHRTIVTDQLLLKQLMTILFDNAVKYTEEDGEIDFLISATDRNLYLLVSDNGIGISTEDKKKIFDRFYRVDKART 394
NTDB id 184 SPR RS03565 WP 000491790.1 RFENRIHRTIVTDQLLLKQLMTILFDNAVKYTEEDGEIDFLISATDRNLYLLVSDNGIGISTEDKKKIFDRFYRVDKART 394
NTDB id 148 SP RS03910 WP 000491790.1 RFENRIHRTIVTDQLLLKQLMTILFDNAVKYTEEDGEIDFLISATDRNLYLLVSDNGIGISTEDKKKIFDRFYRVDKART 394
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NTDB id 363 SMU RS05195 WP 002262215.1 RQKGGFGLGLSLAKQITDSLKGSIIVKDKKPQGVMFEARLLANK............ 435
NTDB id 41373 HMPREF0833 RS01450 WP 013903377.1 RQKGGFGLGLSLAKQIVEAFKGTIQVKDNKPKGSIFEVKLSIKTESRKKIVHNLKK 456
NTDB id 259 KZH43 RS03480 WP 000491790.1 RQKGGFGLGLSLAKQIVDALKGTVTVKDNKPKGTIFEVKIAIQTPSKKKK...... 444
NTDB id 218 SPD RS03780 WP 000491790.1 RQKGGFGLGLSLAKQIVDALKGTVTVKDNKPKGTIFEVKIAIQTPSKKKK...... 444
NTDB id 184 SPR RS03565 WP 000491790.1 RQKGGFGLGLSLAKQIVDALKGTVTVKDNKPKGTIFEVKIAIQTPSKKKK...... 444
NTDB id 148 SP RS03910 WP 000491790.1 RQKGGFGLGLSLAKQIVDALKGTVTVKDNKPKGTIFEVKIAIQTPSKKKK...... 444
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