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NTDB id 41373 HMPREF0833 RS01450 WP 013903377.1 RIAJCeIGAINIRIN N CaRRTE.\F Il Q\A VIR I ARSI K ER@AI VENLKK 456

NTDB id 259 KZH43 RS03480 WP 000491790.1 RQKGGFGLGLSLAKQIVDALKGTVTVKDNKPKGTIFEVKIAIQTPSKKKK s 444
NTDB id 218 SPD RS03780 WP 000491790.1 RQKGGFGLGLSLAKQIVDALKGTVTVKDNKPKGTIFEVKIAIQTPSKKKK S 444
NTDB id 184 SPR RS03565 WP 000491790.1 RQKGGFGLGLSLAKQIVDALKGTVTVKDNKPKGTIFEVKIAIQTPSKKKK s 444
NTDB id 148 SP RS03910 WP 000491790.1 RQKGGFGLGLSLAKQIVDALKGTVTVKDNKPKGTIFEVKIAIQTPSKKKK s 444

consensus trrrrrrrrrrrrrnd Plosksk DL bbb 1 sk ok ok ok ok ok ok ok ok ok ok

non conserved
B similar
> 507 conserved



