
logo MS
V
D
K
N
QRNTEHI

L
D
EEKYQTWDLSTTI FATDAQADWEETEAYAESLTAVAQDI

LKAKASAHYAGHLLDSAKQNTLLEGATTENALYLMESLMSRRLEKI
VYVYAHSMKND

NTDB id 41369 HMPREF0833 RS01010 WP 013903306.1 MVKQRNEIDEKYQWDLSTIFATDQAWEEEAASLAADIKAASHYAGHLLDSAQTLLETTNAYLELSRRLEKVYVYAHMKND 80
NTDB id 480 HSISS4 RS02090 WP 002890133.1 MSDNRTHLEEKYTWDLTTIFATDADWETEYESTVQDLKKASAYAGHLLDSAKNLLGATELYMSLMRRLEKIYVYASMKND 80
consensus ! *! ***!!! !!!*!!!!!! !! ! ! !*! !!*!!!!!!!!! !! ! !* ! !!!!!*!!!!*!!!!

logo QDTRTVAGKLYQEYQASKAGMSNSLYSLQLGSEATFAFYFYEPEFMAI
L
D
TDEKKQLYAKAEFKVESEQEVPAGLEGLQYDGHYFDERLLAEKNKDEHVLSQEKAEEELLAAGA

NTDB id 41369 HMPREF0833 RS01010 WP 013903306.1 QDTRVAKYQEYQSKGMSLYSLLGETFAFYEPEFMAITDEQYKAFVSEVPALEQYGHYFDRLLEKKEHVLSQKEEELLAGA 160
NTDB id 480 HSISS4 RS02090 WP 002890133.1 QDTTVGLYQEYQAKASNLYSQLSEAFAYFEPEFMALDDKKLAEFKEQEPGLGLYDHYFERLLANKDHVLSQEAEELLAAA 160
consensus !!! !* !!!!! !* !!! ! ! !!**!!!!!!* ! ! !*! ! !!!*!!! !*!!!!! !!!!!*!

logo GDE I FANAGGPGTDETFENI
VLDNADI LVFPTWVHSDDGKQGDEEVVEQLTHGNFYI STLMVESKDRADI

VRKEGAYEAGLMYGKTVYEQFYQHTYAKQTLQGTNVVKVH
NTDB id 41369 HMPREF0833 RS01010 WP 013903306.1 GEIFAAGGETFEILDNADIVFPTVHDDKGEEVQLTHGNYISLVESKDRAVRKEAYEGLYKVYEQYQHTYAKTLQTNVKVH 240
NTDB id 480 HSISS4 RS02090 WP 002890133.1 GDIFNGPTDTFNVLDNADILFPWVSDGQGDVVELTHGNFITLMESKDRDIRKGAYEAMYGTYEQFQHTYAQTLQGVVKVH 240
consensus !*!! ** *!! *!!!!!!*!! !*! !* ! !!!!!*!*!*!!!!! *!! !!!**! !!!*!!!!! !!! !!!!

logo NFYNQAKVRHKFYNSSAREHAALASAENF IVPESVYDSLLVETASVNKHLPLLHQRYLVDQLRKSKI
VLGI

L
D
S
D
ELKMYDMVYTPLSDETDETYAKFLTYEESLAK

NTDB id 41369 HMPREF0833 RS01010 WP 013903306.1 NFNAKVRKFSSAREAALSENFVPESVYDSLVTAVNKHLPLLQRYVQLRSKILGISDLKMYDMYTPLSDTDYKFTYEESLA 320
NTDB id 480 HSISS4 RS02090 WP 002890133.1 NYQAKVRHYNSARHAALAANFIPESVYDSLLESVNKHLPLLHRYLDLRKKVLGLDELKMYDVYTPLSETETALTYEESLK 320
consensus !**!!!!** !!!*!!! !!*!!!!!!!!* !!!!!!!!*!!* !! !*!!* *!!!!!*!!!!!*!* !!!!!!

logo KAEEVLAI
V
F
LGEDEYLSKSGRVHKARAFSTERWIDVHPVNKQGKRSGAYSGGASYDTNAFMLLNWQDTLDNLFTLVHETGHSLMHSSTFYTREQT

NTDB id 41369 HMPREF0833 RS01010 WP 013903306.1 KAEEVLAVLGEDYLSRVKRAFSERWIDVHVNQGKRSGAYSGGSYDTNAFMLLNWQDTLDNLFTLVHETGHSMHSSYTRET 400
NTDB id 480 HSISS4 RS02090 WP 002890133.1 KAEEVLAIFGEEYSKGVHAAFTERWIDVHPNKGKRSGAYSGGAYDTNAFMLLNWQDTLDNLFTLVHETGHSLHSTFTRQT 400
consensus !!!!!!!* !!*! !* !!*!!!!!!!*! !!!!!!!!!! !!!!!!!!!!!!!!!!!!!!!!!!!!!!*!!**!! !

logo QPYVYGDYPS I FLAE IASTTNENI LTERTLLEKEVEKDDAKTRFAI LNHFYLDGFKRGTVFRQTQFAEFEHAIHEKADAQESGQTI
VLTASDEF

NTDB id 41369 HMPREF0833 RS01010 WP 013903306.1 QPYVYGDYSIFLAEIASTTNENILTERLLEEVEDDATRFAILNHFLDGFRGTVFRQTQFAEFEHAIHKADQEGTVLTSEF 480
NTDB id 480 HSISS4 RS02090 WP 002890133.1 QPYVYGDYPIFLAEIASTTNENILTETLLKEVKDDKTRFAILNHYLDGFKGTVFRQTQFAEFEHAIHEADASGQILTADF 480
consensus !!!!!!!!*!!!!!!!!!!!!!!!!! !! !! !! !!!!!!!!*!!!!*!!!!!!!!!!!!!!!!! !! ! *!! *!

logo

L
MNKNLYADELNEKYYGNLKSAKEDNPYE IQFYEWAER IPHFYMYNYYVFYQYASTGFAAASAYLAEKIVHGTEQEDKRDEAKYI

L
D
TYLKAGNSSDYPL

NTDB id 41369 HMPREF0833 RS01010 WP 013903306.1 LNNLYAELNEKYYGLSKEDNPEIQYEWARIPHFYYNYYVFQYSTGFAAASALAEKIVHGTQEDRDKYIDYLKAGNSDYPL 560
NTDB id 480 HSISS4 RS02090 WP 002890133.1 MNKLYADLNEKYYNLKAEDNYEIQFEWERIPHFYMNYYVYQYATGFAAASYLAEKIVHGTEEDKEAYLTYLKAGSSDYPL 560
consensus *! !!!*!!!!!! ! !!!*!!!*!! !!!!!! !!!!*!! !!!!!!! !!!!!!!!! !!** !* !!!!! !!!!!



logo

E
NVIKRKAGVDMETKNETDYLDAAFAKVFEDRRLNVEFLEALVEKGLGVHLALS

NTDB id 41369 HMPREF0833 RS01010 WP 013903306.1 NVIRKAGVDMEKEDYLDAAFAVFERRLNEFEALVEKLGLA. 600
NTDB id 480 HSISS4 RS02090 WP 002890133.1 EVIKKAGVDMTNTDYLDAAFKVFEDRLVELEALVEKGVHLS 601
consensus !!*!!!!!! !!!!!!! !!! !! ! !!!!!! * *

X non conserved
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X ≥ 50% conserved


