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NTDB id 596 KW2 RS08720 WP 021037686.1 ...MRFLLIKFPLIFLTYLVVLLYFCIFTYNLPLLILF....ICSILLALFRKYYL..MIPILIVFAVFFLLINSLSIRD 71
NTDB id 41367 HMPREF0833 RS00915 WP 013903298.1 MLSRWIKDLPFSLVHLAFLLLWLYFSVYQPSWLSISGLVVVVVLAVHHYKGDRSSLLGLALATLCFAAFFVFHRIQDH.P 79
NTDB id 494 SM12261 RS04305 WP 000942409.1 .MLQWIKNFSIPLIYLSFLLLWLYYAIFSSSYLALLGFVFLLVCLFIQFPWKSAGKV..LIICGIFGFWFLFQNWQQSQA 77
NTDB id 522 SMSK321 RS04965 WP 000942453.1 .MLQWTKNFPIPLIYLSFLLLWLYYAIFSVSYLALLGFVFLLVCLFIQFLWKSAGKV..LVICGIFGFWFVFQNWQQSQA 77
NTDB id 189 SPR RS04300 WP 000942407.1 .MLQWIKNFSIPLIYLSFLLLWLYYAIFSASYLALLGFVFLLVCLFIQFPWKSAGKV..LIICGIFGFWFVFQNWQQSQA 77
NTDB id 223 SPD RS04540 WP 000942407.1 .MLQWIKNFSIPLIYLSFLLLWLYYAIFSASYLALLGFVFLLVCLFIQFPWKSAGKV..LIICGIFGFWFVFQNWQQSQA 77
NTDB id 154 SP RS04735 WP 000942394.1 .MLQWIKNFSIPLIYLSFLLLWLYYAIFSASYLALLGFVFLLVCLFIQFPWKSAGKV..LIICGIFGFWFVFQNWQQSQA 77
NTDB id 264 KZH43 RS04200 WP 000942407.1 .MLQWIKNFSIPLIYLSFLLLWLYYAIFSASYLALLGFVFLLVCLFIQFPWKSAGKV..LIICGIFGFWFVFQNWQQSQA 77
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NTDB id 596 KW2 RS08720 WP 021037686.1 NENQPKTLSKIELISDTIQVNGDLLSFQGRMNGQNYQVYDTLKSLKEKKFYQNLSQNCQLSFTGNLQIPETQRNFNGFDD 151
NTDB id 41367 HMPREF0833 RS00915 WP 013903298.1 VQAESQPPSHLLLIPDTIKINGDALSFRAKNQGRTYQVFYTLKSEKEKQQWQSQTHLLELTYKGVIEEPEGQRNFRGFDY 159
NTDB id 494 SM12261 RS04305 WP 000942409.1 SQNLADSVERVRILPDTVKVNGDSLSFRGKSDGRIFQVYYKLQSEEEKEAFQALTDLHEIGLEGKLSEPDGQRNFGGFDY 157
NTDB id 522 SMSK321 RS04965 WP 000942453.1 SQNLSDSVEIVRILPDTIKVNGDSLSFRGKADGRIFQVYYKLQSEEEKETFQILTALHDLELEGKLSEPEGKRNFGGFDY 157
NTDB id 189 SPR RS04300 WP 000942407.1 SQNLADSVERVRILPDTVKVNGDSLSFRGKADGRIFQVYYKLQSEEEKEAFQALTDLHEIGLEGKLSEPEGQRNFGGFNY 157
NTDB id 223 SPD RS04540 WP 000942407.1 SQNLADSVERVRILPDTVKVNGDSLSFRGKADGRIFQVYYKLQSEEEKEAFQALTDLHEIGLEGKLSEPEGQRNFGGFNY 157
NTDB id 154 SP RS04735 WP 000942394.1 SQNLADSVERVRILPDTIKVNGDSLSFRGKSNGRAFQVYYKLQSEEEKEAFQALTDLHEIGLEGKLSEPEGQRNFGGFNY 157
NTDB id 264 KZH43 RS04200 WP 000942407.1 SQNLADSVERVRILPDTVKVNGDSLSFRGKADGRIFQVYYKLQSEEEKEAFQALTDLHEIGLEGKLSEPEGQRNFGGFNY 157
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NTDB id 596 KW2 RS08720 WP 021037686.1 QKYLASQNIYRQITIQQITNVEIKKNFD....LHTLRRKAIVWTQNHFPKPMSDYMTGLLFGFLSKDFNQMSDIYSSLGI 227
NTDB id 41367 HMPREF0833 RS00915 WP 013903298.1 RSYLQTQGIHYQIKIEAIQSALPIQTWNVFDCLSQWRRQAIVWSKEHFPQPMNQYMTGLLFGYLDTDFEEMDQLYTSLGI 239
NTDB id 494 SM12261 RS04305 WP 000942409.1 QAYLKTQGIYQTLTIKRIQSLQKVSSWDIGENLSSLRRKTVVWIKTHFPDPMRNYMTGLLLGHLDTDFEEMNGLYSSLGI 237
NTDB id 522 SMSK321 RS04965 WP 000942453.1 QAYLKTQGIYQTLNIKKIQSLQKVGSWDLGENLSSLRRKAVVWIKTHFPDPMRNYMTGLLLGHLDTDFEEMNELYSSLGI 237
NTDB id 189 SPR RS04300 WP 000942407.1 QAYLKTQGIYQTLNIKKIQSLQKIGSWDIGENLSSLRRKAVVWIKTHFPDPMRNYMTGLLLGHLDTDFEEMNELYSSLGI 237
NTDB id 223 SPD RS04540 WP 000942407.1 QAYLKTQGIYQTLNIKKIQSLQKIGSWDIGENLSSLRRKAVVWIKTHFPDPMRNYMTGLLLGHLDTDFEEMNELYSSLGI 237
NTDB id 154 SP RS04735 WP 000942394.1 QAYLKTQGIYQTLNIKTIQSLQKIGSWDIGENLSSLRRKAVVWIKTHFPDPMGNYMTGLLLGHLDTDFEEMNELYSSLGI 237
NTDB id 264 KZH43 RS04200 WP 000942407.1 QAYLKTQGIYQTLNIKKIQSLQKIGSWDIGENLSSLRRKAVVWIKTHFPDPMRNYMTGLLLGHLDTDFEEMNELYSSLGI 237
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NTDB id 596 KW2 RS08720 WP 021037686.1 IHLFALSGMQVNFFIDWFRKILLRMGLTREIVNLVQIPFSIFYAFMTGLSVSVLRALFQKNIR...LTSLDNIGVTTLVL 304
NTDB id 41367 HMPREF0833 RS00915 WP 013903298.1 IHLFALSGMQVGFFINGIRKALLRLGILQETVDIWMVPISLVYAGLTGFSVSVVRSLLQKILSQKGIRGMENMAMTLMLL 319
NTDB id 494 SM12261 RS04305 WP 000942409.1 IHLFALSGMQVGFFMDGFKKLLLRLGLTQEKLKWLTYPFSLIYAGLTGFSASVIRSLLQKLLAQHGVKGLDNFALTVLVL 317
NTDB id 522 SMSK321 RS04965 WP 000942453.1 IHLFALSGMQVGFFMDGFKKLLLRLGLTQEKLKWLTYPFSLIYAGLTGFSASVIRSLLQKLLAQHGVKGLDNFALTVLVL 317
NTDB id 189 SPR RS04300 WP 000942407.1 IHLFALSGMQVGFFMNGFKKLLLRLGLTQEKLKWLTYPFSLIYAGLTGFSASVIRSLLQKLLAQHGVKGLDNFALTVLVL 317
NTDB id 223 SPD RS04540 WP 000942407.1 IHLFALSGMQVGFFMNGFKKLLLRLGLTQEKLKWLTYPFSLIYAGLTGFSASVIRSLLQKLLAQHGVKGLDNFALTVLVL 317
NTDB id 154 SP RS04735 WP 000942394.1 IHLFALSGMQVGFFMNGFKKLLLRLGLTQEKLKWLTYPFSLIYAGLTGFSASVIRSLLQKLLAQHGVKGLDNFALTVLVL 317
NTDB id 264 KZH43 RS04200 WP 000942407.1 IHLFALSGMQVGFFMNGFKKLLLRLGLTQEKLKWLTYPFSLIYAGLTGFSASVIRSLLQKLLAQHGVKGLDNFALTVLVL 317
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NTDB id 596 KW2 RS08720 WP 021037686.1 MLISPKFLLTTGGQLTLFYAFVISMLNHPFSNLNGLKKVLTESAVLSLCVLPLLIFDFHIFQPLSILLTIIFGFLFDFML 384
NTDB id 41367 HMPREF0833 RS00915 WP 013903298.1 MLLMPKFLLTAGGVLSCAYAFILTLVDT..SSYSGLKKLLVESFWISLGILPLLTYYFSVFQPWSLPLTFLFSFLFDLVL 397
NTDB id 494 SM12261 RS04305 WP 000942409.1 FIVMPNFFLTAGGVLSCAYAFILTMTSK...EGEGLKAVARESLVISLGILPILSFYFAEFQPWSILLTFVFSFLFDLVF 394
NTDB id 522 SMSK321 RS04965 WP 000942453.1 FIIMPNFFLTAGGVLSCAYAFILTMTSK...EGEGLKAVARESLVISLGILPILSFYFAEFQPWSILLTFVFSFLFDLVF 394
NTDB id 189 SPR RS04300 WP 000942407.1 FIVMPNFFFTAGGVLSCAYAFILTMTSK...EGEGLKAVASESLVISLGILPILSFYFAEFQPWSILLTFVFSFLFDLTF 394
NTDB id 223 SPD RS04540 WP 000942407.1 FIVMPNFFFTAGGVLSCAYAFILTMTSK...EGEGLKAVASESLVISLGILPILSFYFAEFQPWSILLTFVFSFLFDLTF 394
NTDB id 154 SP RS04735 WP 000942394.1 FIVMPNFFLTAGGVLSCAYAFILTMTSK...EGEGLKAVTSESLVISLGILPILSFYFAEFQPWSILLTFVFSFLFDLVF 394
NTDB id 264 KZH43 RS04200 WP 000942407.1 FIVMPNFFFTAGGVLSCAYAFILTMTSK...EGEGLKAVASESLVISLGILPILSFYFAEFQPWSILLTFVFSFLFDLTF 394
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NTDB id 596 KW2 RS08720 WP 021037686.1 LPLLLCCFLISFLGFSLNLNFIFQILEWLVHKVDLPLHYPFVLGKPSSLELIILFVLIGLFVDSFSHKKRRFFLVGFIFL 464
NTDB id 41367 HMPREF0833 RS00915 WP 013903298.1 LPGLTVLFILSILKPLTIFNSFFLLIEECIRWISKLTSLPLVFGQPTGPALIALFLLLGILYDFRKQKKRRFLLIGMILL 477
NTDB id 494 SM12261 RS04305 WP 000942409.1 LPLLSILFALSFLHPVIQLNFIFEWLEGMIRFVSQVASRPLVFGQPNAWILILLLISLALVYDLRKNIKRLAVLSLLITG 474
NTDB id 522 SMSK321 RS04965 WP 000942453.1 LPLLSVLFALSFLYPVIQLNFIFEWLEGMIRLVSQVASRPLVFGQPNAWLLILLLISLALVYDLRKNIKRLAVLSLLITG 474
NTDB id 189 SPR RS04300 WP 000942407.1 LPLLSILFVLSFLYPVIQLNFIFEWLEGIIRLVSQVTSRPLVFGQPNTWLLILLLISLALVYDLRKNIKKLTVLCLLITG 474
NTDB id 223 SPD RS04540 WP 000942407.1 LPLLSILFVLSFLYPVIQLNFIFEWLEGIIRLVSQVTSRPLVFGQPNTWLLILLLISLALVYDLRKNIKKLTVLCLLITG 474
NTDB id 154 SP RS04735 WP 000942394.1 LPLLSILFVLSFLYPVIQLNFIFEWLEGIIRLVSQVARRPLVFGQPNAWLLILLLISLALVYDLRKNIKGLTVLSLLITG 474
NTDB id 264 KZH43 RS04200 WP 000942407.1 LPLLSILFVLSFLYPVIQLNFIFEWLEGIIRLVSQVTSRPLVFGQPNTWLLILLLISLALVYDLRKNIKKLTVLCLLITG 474
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NTDB id 596 KW2 RS08720 WP 021037686.1 FFFITKNPMRASITAVDIGQGDSIFLQDKFNKENILIDTGGRLAL..PQKNWQKAQTQSNADKTLIPYLESMGVAHIDQL 542
NTDB id 41367 HMPREF0833 RS00915 WP 013903298.1 IFCWTKHPLENEITMVDIGQGDSIFLRDWK.GRTILIDVGGRVTF.KSGDKWQERSQSANADQTLIPYLKSRGVGKLDAL 555
NTDB id 494 SM12261 RS04305 WP 000942409.1 LFFLTKHPLENEITMLDVGQGESIFLRDVT.GKIILIDVGGKAESSKKIEKWQEKTTTSNAQRTLIPYLKSRGVSKIDQL 553
NTDB id 522 SMSK321 RS04965 WP 000942453.1 LFFLTKYPLENEITMLDVGQGESIFLRDVA.GKTILIDVGGKAESDKKIEKWQEKATTSNAQRTLIPYLKSRGVAKIDQL 553
NTDB id 189 SPR RS04300 WP 000942407.1 LFLLTKHPLENEITMLDVGQGESIFLRDVT.GKTILIDVGGKAESYKKIKKWQEKMTTSNAQRSLIPYLKSRGVAKIDQL 553
NTDB id 223 SPD RS04540 WP 000942407.1 LFLLTKHPLENEITMLDVGQGESIFLRDVT.GKTILIDVGGKAESYKKIKKWQEKMTTSNAQRSLIPYLKSRGVAKIDQL 553
NTDB id 154 SP RS04735 WP 000942394.1 LFFLTKYPLENEITMLDVGQGESIFLRDVT.GKTILIDVGGKAESYKKIKKWQEKMTTSNAQRTLIPYLKSRGVAKIDQL 553
NTDB id 264 KZH43 RS04200 WP 000942407.1 LFLLTKHPLENEITMLDVGQGESIFLRDVT.GKTILIDVGGKAESYKKIKKWQEKMTTSNAQRSLIPYLKSRGVAKIDQL 553
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NTDB id 596 KW2 RS08720 WP 021037686.1 ILTHTDADHVGDFLSLADKIKIREIWVSPGELTNSSFVEKLKKAKIPIHVSKVGDKIPIFDSFLQVLSNGYTKKGDNNDS 622
NTDB id 41367 HMPREF0833 RS00915 WP 013903298.1 VLTHTDQDHMGDMLEVARQIPVKKVYVSPGSLTSSKFQEKLKQLHSPIKVVQRGDRLPIFDHDLEVLSPDEVGDGKNDDS 635
NTDB id 494 SM12261 RS04305 WP 000942409.1 ILTNTDKEYVGDLLEVTKAFHVGEILVSKGSLKQKQFVAELQATQTKVRSITAGENLSIFGSQLEVLSPRKIGDGGYEDS 633
NTDB id 522 SMSK321 RS04965 WP 000942453.1 ILTNTDKEHVGDLLEVTKAFHVGEILVSKGSLKQKEFVAELQATQIKVHSVAEGENVPIFGSQLEVLSPRKIGDGGHDDS 633
NTDB id 189 SPR RS04300 WP 000942407.1 ILTNTDKEHVGDLSEMTKAFHVGEILVSKDSLKQKEFVAELQATQTKVRSMIVGENLPIFGSQLEVLSPRKMGDGGHDDT 633
NTDB id 223 SPD RS04540 WP 000942407.1 ILTNTDKEHVGDLSEMTKAFHVGEILVSKDSLKQKEFVAELQATQTKVRSMIVGENLPIFGSQLEVLSPRKMGDGGHDDT 633
NTDB id 154 SP RS04735 WP 000942394.1 ILTNTDKEHVGDLSEMTKAFHVGEILVSKDSLKQKEFVAELQATQTKVRSMIVGENLPIFGSQLEVLSPRKMGDGGHDDT 633
NTDB id 264 KZH43 RS04200 WP 000942407.1 ILTNTDKEHVGDLSEMTKAFHVGEILVSKDSLKQKEFVAELQATQTKVRSMIVGENLPIFGSQLEVLSPRKMGDGGHDDT 633
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NTDB id 596 KW2 RS08720 WP 021037686.1 IVTYGNFYHTKFLFTGDLEQEGEKKLLQNYPKLQVDVLKVGHHGSKTSSSPEFIKEIHPKLALISVGKANRYGHPNQETL 702
NTDB id 41367 HMPREF0833 RS00915 WP 013903298.1 IVLYGQFYQKRFLFTGDLEEAGEKKLLENYPQLQVDVLKVGHHGSKGSSSDVFLDQVHPQLALISVGKKNRYRHPHKELL 715
NTDB id 494 SM12261 RS04305 WP 000942409.1 LVLYGKLLDKYFLFTGNLEEKGEKELLKHYPDLKVDVLKAGQHGSKKSSSSDFLEKLKPEFTLISVGKNNRAKLPHQETL 713
NTDB id 522 SMSK321 RS04965 WP 000942453.1 LVLYGKLLDKHFLFTGNLEEKGEKDLLKQYPDLEVDVLKASQHGSKKSSSSAFLEQLKPEMTLISVGKSNRMKLPHQETL 713
NTDB id 189 SPR RS04300 WP 000942407.1 LVLYGKFLDKQFLFTGNLEEKGEKDLLKHYPDLKVNVLKASQHGNKKSSSPAFLEKLKPELTLISVGKSNRMKLPYQETL 713
NTDB id 223 SPD RS04540 WP 000942407.1 LVLYGKFLDKQFLFTGNLEEKGEKDLLKHYPDLKVNVLKASQHGNKKSSSPAFLEKLKPELTLISVGKSNRMKLPYQETL 713
NTDB id 154 SP RS04735 WP 000942394.1 LVLYGKFLDKQFLFTGNLEEKGEKDLLKHYPDLKVNVLKASQHGNKKSSSPAFLEKLKPELTLISVGKSNRMKLPHQETL 713
NTDB id 264 KZH43 RS04200 WP 000942407.1 LVLYGKFLDKQFLFTGNLEEKGEKDLLKHYPDLKVNVLKASQHGNKKSSSPAFLEKLKPELTLISVGKSNRMKLPYQETL 713
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NTDB id 596 KW2 RS08720 WP 021037686.1 ETLAKYQVKTLRTDQKGAIKLTEVNQQWQIKTVR 736
NTDB id 41367 HMPREF0833 RS00915 WP 013903298.1 DRLEERSISYLRTDERGAIRLIGW.DHWRVETVR 748
NTDB id 494 SM12261 RS04305 WP 000942409.1 TRLETINSKVYRTDQHGAIRFKGW.NSWKVETVG 746
NTDB id 522 SMSK321 RS04965 WP 000942453.1 TRLEGINSKVYRTDQQGAIRFKGW.NSWKIESVR 746
NTDB id 189 SPR RS04300 WP 000942407.1 TRLEGINSKVYRTDQQGAIRFKGL.DSWKIESVR 746
NTDB id 223 SPD RS04540 WP 000942407.1 TRLEGINSKVYRTDQQGAIRFKGL.DSWKIESVR 746
NTDB id 154 SP RS04735 WP 000942394.1 TRLEGINSKVYRTDQQGAIRFKGL.DSWKIESVR 746
NTDB id 264 KZH43 RS04200 WP 000942407.1 TRLEGINSKVYRTDQQGAIRFKGL.DSWKIESVR 746
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