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NTDB id 1348 HI 0434 AAC22093.1 ...........................................................MMNFFNFRCIHCRGNLHI... 18
NTDB id 1374 NTHI RS02640 WP 011272045.1 ............................................................MNFFNFRCIHCRGNLHI... 17
NTDB id 1398 DSB67 RS00645 WP 029388870.1 ..................................................MLSHQWQNIMHRVLSSQCGLCRFPIPHRQT 30
NTDB id 413630 GT360 RS21920 WP 239502563.1 ................................................................................ 0
NTDB id 1154 A1552VC RS20525 WP 001884047.1 MPQPCTNTRSCPCPLTCQYNAMVTVSPSISIFIHSANWQDEAHYPDSWLAMLTHWLRKTTAPLLTPECHLCRLALDTNS. 79
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NTDB id 1348 HI 0434 AAC22093.1 .AKNGLCSGCQKQIKSFPYCGHCGSELQY....YAQHCGNCLKQEPSWDKMVIIGHYIEPLSILIQRFKFQNQFWIDRTL 93
NTDB id 1374 NTHI RS02640 WP 011272045.1 .AKNGLCSGCQKQIKSFPYCGHCGAELQY....YAQHCGNCLKQEPSWDKMVIIGHYIEPLSILIHRFKFQNQFWIDRTL 92
NTDB id 1398 DSB67 RS00645 WP 029388870.1 PNLMRWCDSCFDHLTPIERCMRCGLKMTEEESQAATECGECLKEPPPWRRLYTLGDYDFPLSQQVQRFKDHGEVWHVGAL 110
NTDB id 413630 GT360 RS21920 WP 239502563.1 ................................................................MTQLKHQRQFWHARPL 16
NTDB id 1154 A1552VC RS20525 WP 001884047.1 ..PFGVCSACQAWLEHGYRCARCGLPTLT....PVDQCGQCLGQPPPWRKLMCVGDYRFPLSDAVHQLKYQRQFWQAPRL 153
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NTDB id 1348 HI 0434 AAC22093.1 ARLLYLAVRDAKRTHQLKLPEAIIPVPLYHFRQWRRGYNQADLLSQQLSRWLDIPNLNNIVKRVKHTYTQRGLSAKDRRQ 173
NTDB id 1374 NTHI RS02640 WP 011272045.1 ARLLYLAVRDAKRTHQLKLPEAIIPVPLYHFRQWRRGYNQADLLSRQLSRWLDIPNLSNIVKRVKHTYTQRGLSAKDRRQ 172
NTDB id 1398 DSB67 RS00645 WP 029388870.1 TQLLAERVEQP........APVITSVPVHWQRLLKRGFNQSHILAKHLAHHLDVRYENKVFKRVKNVQSQRGNKKASREQ 182
NTDB id 413630 GT360 RS21920 WP 239502563.1 ALELAAVIEKP........APIITCVPMHWSRRLWRGFNQSEHLAYFLANRLGSEFEPNLLRRNRRTKPQQGLNARQRQS 88
NTDB id 1154 A1552VC RS20525 WP 001884047.1 AKLLATQINEP........APLLCSVPLHWRRRWQRGFNQSDLLARELANMLNVEYDHQLFARRRATPHQQGLSKAQRIH 225
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NTDB id 1348 HI 0434 AAC22093.1 NLKNAFSLAVSKNEFPYRRVALVDDVITTGSTLNEISKLLRKLGVEEIQVWGLARA......... 229
NTDB id 1374 NTHI RS02640 WP 011272045.1 NLKNAFSLVVSKNEFPYRRVALVDDVITTGSTLNEISKLLRKLGVEEIQVWGLARA......... 228
NTDB id 1398 DSB67 RS00645 WP 029388870.1 NLQGAFALRG...EVDFSHVAIVDDVVTTGSTVRQLCHLLLEVGVESIDIYCICRTPAPGSL... 241
NTDB id 413630 GT360 RS21920 WP 239502563.1 NLKTAFAINH...LSSHKHVAIVDDVVTTGATIEQLCKLLLDVGVETIDIYCVCRTTLNDTNPSV 150
NTDB id 1154 A1552VC RS20525 WP 001884047.1 NLRDAFVLNH...PPNQPHVAIVDDVVTTGSTIRHLCDLLLDVGVQSIDIYCICRTPEPKDSHG. 286
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