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NTDB id 1473 PAKAF RS24000 WP 003094694.1 MSRQKALIVDDEPDIRELLEITLGRMKLDTRSARNVKEARELLAREPFDLCLTDMRLPDGSGLDLVQYIQQRHPQTPVAM 80
NTDB id 413614 GT360 RS10215 WP 164649643.1 .......MVEDTASVATLYRTYLTPLGIDINIVVNGHDAIESLNHRIPDLILLDLRLPDMTGMDVLEIVKKTHPDVPVIF 73
NTDB id 1157 A1552VC RS03895 WP 001888250.1 .......MVEDTASVAALYRSYLTPLDIDINIVGTGRDAIESIGRREPDLILLDLRLPDMTGMDVLYAVKEKSPDVPIVF 73
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NTDB id 1473 PAKAF RS24000 WP 003094694.1 ITAYGSLDTAIQALKAGAFDFLTKPVDLGRLRELVATALRLRNPEAE.....EAPVDNRLLGESPPMRALRNQIGKLARS 155
NTDB id 413614 GT360 RS10215 WP 164649643.1 MTAHGSIETAVEAMRLGAQDFLIKPCEADQLRITVNTAMRKAEKLKTDVGNPKNHRYQGFIGSSQNMQSVYRVIDSAASS 153
NTDB id 1157 A1552VC RS03895 WP 001888250.1 MTAHGSIDTAVEAMRHGAQDFLIKPCEADRLRVTVNNAIRKASKLKNDVDN.KNQNYQGFIGSSQTMQAVYRTIDSAASS 152
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NTDB id 1473 PAKAF RS24000 WP 003094694.1 QAPVYISGESGSGKELVARLIHEQGPRIERPFVPVNCGAIPSELMESEFFGHKKGSFTGAIEDKQGLFQAASGGTLFLDE 235
NTDB id 413614 GT360 RS10215 WP 164649643.1 KASIFITGESGTGKEVCAEAIHAASNRRSNPFIAINCAAIPKDLIESELFGHVKGAFTGASTDRQGAAEMADGGTLFLDE 233
NTDB id 1157 A1552VC RS03895 WP 001888250.1 KASIFITGESGTGKEVCAEAIHAASKRGDKPFIAINCAAIPKDLIESELFGHVKGAFTGAATERQGAAEAADGGTLFLDE 232
consensus *!***!*!!!!*!!!**!**!!*** ! **!!***!!*!!!**!*!!!*!!!*!!*!!!! ***!!****!*!!!!!!!!

logo

I
L
V

A
C
D
E
L
M
P
D
M
L
A
D
M
LQVTKLLRAF IQETKGATVFRQAKVGGSQSQKEMVKASVDVR I

F
L
VCATHNKRDLPAWAKTEVGQAEGRFRQEDLYYRLNYVI EPLRHVLPPLRAERRGDEDVIPI LE

NTDB id 1473 PAKAF RS24000 WP 003094694.1 VADLPMAMQVKLLRAIQEKAVRAVGGQQEVAVDVRILCATHKDLAAEVGAGRFRQDLYYRLNVIELRVPPLRERREDIPL 315
NTDB id 413614 GT360 RS10215 WP 164649643.1 ICEMDLDLQTKLLRFIQTGTFQKVGSSKMKSVDVRFVCATNRDPWTEVQEGRFREDLYYRLYVIPLHLPPLRERGEDIIE 313
NTDB id 1157 A1552VC RS03895 WP 001888250.1 LCEMDLDLQTKLLRFIQTGTFQKVGSSKMKSVDVRFVCATNRDPWKEVQEGRFREDLYYRLYVIPLHLPPLRARGDDVIE 312
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NTDB id 1473 PAKAF RS24000 WP 003094694.1 LAERILKRLAGDTGLPAARLTGDAQEKLKNYRFPGNVRELENMLERAYTLCEDDQIQPHDL....RLADAPGASQ.EGAA 390
NTDB id 413614 GT360 RS10215 WP 164649643.1 IAYSLLGFMSNEEGKAFNHLSPPVVERFISYEWPGNVRQLQNVLRNVVVLNTGKEITLEMLPPPINSIDIQSASVLRGEA 393
NTDB id 1157 A1552VC RS03895 WP 001888250.1 IAYSLLGFMSKEEGKDFVRLSAEVVERFRQYEWPGNVRQLQNVLRNVVVLNEGREITLDMLPPPLNQMSAPINRAL.... 388
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NTDB id 1473 PAKAF RS24000 WP 003094694.1 ........SLSEIDNLEDYLEDIERKLIMQALEETRWNRTAAAQRLGLTFRSMRYRLKKLG....ID.... 445
NTDB id 413614 GT360 RS10215 WP 164649643.1 EAPQSDPVIFTEQDILPLW..ESEKATIERAIEACEGNIPKAARLLEVSPSTLYRKLQSWEQRKEVN.... 458
NTDB id 1157 A1552VC RS03895 WP 001888250.1 ..PLAHENKVSVHEIFPLW..MTEKQAIEQAIEACDGNIPRAATYLDVSPSTIYRKLQTWNEKVKEKEKER 455
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X ≥ 50% conserved


