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NTDB id 413612 GT360 RS08905 WP 164648520.1 MRPKVLLVEDSTSLAILYQQYVKDEPYDMFHVETGREAKAFIEKQLPQLVILDLKLPDTSGEEILEWIVENEFPISVVIA 80
NTDB id 1157 A1552VC RS03895 WP 001888250.1 ......MVEDTASVAALYRSYLTPLDIDINIVGTGRDAIESIGRREPDLILLDLRLPDMTGMDVLYAVKEKSPDVPIVFM 74
consensus *******!!!* !*! !! !* * * !* *! !!!*! ! * ! !**!!!*!!! *! **! * ! *****!
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NTDB id 413612 GT360 RS08905 WP 164648520.1 TAHGSVDIAVNLIQIGADDFLEKPIQADRLKTSVRLHLKRAKLETLVNKMETEFDRTNFHGFIGSSLQMQAVYKTIESAA 160
NTDB id 1157 A1552VC RS03895 WP 001888250.1 TAHGSIDTAVEAMRHGAQDFLIKPCEADRLRVTVNNAIRKASK....LKNDVDNKNQNYQGFIGSSQTMQAVYRTIDSAA 150
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NTDB id 413612 GT360 RS08905 WP 164648520.1 PTSASVFVHGESGTGKEVCAEAIHQQSSRANKPFVAINCGAIPKDLMESEIFGHVKGAFTGATTDRKGAAMQANGGTLFL 240
NTDB id 1157 A1552VC RS03895 WP 001888250.1 SSKASIFITGESGTGKEVCAEAIHAASKRGDKPFIAINCAAIPKDLIESELFGHVKGAFTGAATERQGAAEAADGGTLFL 230
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NTDB id 413612 GT360 RS08905 WP 164648520.1 DELCEMELEMQKKLLRFLQLGTFTPLGGSREIKVDCRIICATNRDALKEVTEGRFREDLYYRVHVIPIDMPPLRERGNDI 320
NTDB id 1157 A1552VC RS03895 WP 001888250.1 DELCEMDLDLQTKLLRFIQTGTFQKVGSSKMKSVDVRFVCATNRDPWKEVQEGRFREDLYYRLYVIPLHLPPLRARGDDV 310
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NTDB id 413612 GT360 RS08905 WP 164648520.1 VTLANHFVKLYAKQDKKKFKGLSKDVEKYFLSYEWPGNVRQLQNIMRNIVVLNDGDYVEMSMLPPPLNTPMAATKTVSET 400
NTDB id 1157 A1552VC RS03895 WP 001888250.1 IEIAYSLLGFMSKEEGKDFVRLSAEVVERFRQYEWPGNVRQLQNVLRNVVVLNEGREITLDMLPPPLNQMSAPINR.... 386
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NTDB id 413612 GT360 RS08905 WP 164648520.1 TAHQPAAIVPQPVYVEPEPHAPVYVDEAPQASPVEPVAVSSPTQPQEIRPMWQVEREAIQNAIEYCDGNVLNAAVLLDLS 480
NTDB id 1157 A1552VC RS03895 WP 001888250.1 .................................ALPLAHENKVSVHEIFPLWMTEKQAIEQAIEACDGNIPRAATYLDVS 433
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NTDB id 413612 GT360 RS08905 WP 164648520.1 PSTVYRKKQQWEQEEQSES... 499
NTDB id 1157 A1552VC RS03895 WP 001888250.1 PSTIYRKLQTWNEKVKEKEKER 455
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