
logo MPQAQDEHNQPTFFFFDYETWGTVNSPAKLDRPSQFAGVRTDEMDNFNI IGEPLVIYCQLPNSDYLPASPEAAL ITGITPQKANASEQGLAPEP
NTDB id 413611 GT360 RS07580 WP 164648283.1 MPADNQPTFFFFDYETWGTSPALDRPSQFAGVRTDENFNIIGEPLVIYCQLPSDYLPSPEAALITGITPQKANAEGLPEP 80
NTDB id 1141 GTF74 RS08270 WP 001183680.1 MQQEHQPTFFFFDYETWGVNPAKDRPSQFAGVRTDMDFNIIGEPLVIYCQLPNDYLPAPEAALITGITPQKANSQGLAEP 80
consensus !* **!!!!!!!!!!!!! !! !!!!!!!!!!!! !!!!!!!!!!!!!!! !!!! !!!!!!!!!!!!!!! !!*!!

logo EF IARR IHAEELSKTPNTI
T
N
SLGYNS IRFDDEVTRHYTCYRNF ILDPYAWSWQHNGNSRWDLLDVLMRACHALRPDEGI ENWPENDDEGFYPT

NTDB id 413611 GT360 RS07580 WP 164648283.1 EFIRRIHEELSKPNTTSLGYNSIRFDDEVTRHTCYRNFLDPYAWSWQNGNSRWDLLDVMRACHALRPDGINWPENDEGYP 160
NTDB id 1141 GTF74 RS08270 WP 001183680.1 EFIARIHAELSTPNTINLGYNSIRFDDEVTRYTCYRNFIDPYAWSWQHGNSRWDLLDVLRACHALRPEGIEWPENDDGFT 160
consensus !!! !!! !!! !!! !!!!!!!!!!!!!!*!!!!!!*!!!!!!!!*!!!!!!!!!!*!!!!!!!!*!! !!!!!*!**

logo SFKLEHLSVANGI EHSNAHDAMADVIATI ELMAKKI
VKATAQPKLFDFYFFLQTMYRHKRKLNTEL IDIVENMQKTPLMHVSGMLGRDECRHQY

NTDB id 413611 GT360 RS07580 WP 164648283.1 SFKLEHLSVANGIEHSNAHDAMADVIATIEMAKKIKTAQPKLFDFFLQYRHKRKLNELIDIVEMKPLMHVSGMLGRDCQY 240
NTDB id 1141 GTF74 RS08270 WP 001183680.1 SFKLEHLSVANGIEHSNAHDAMADVIATIELAKKVKAAQPKLFDYFFTMRHKRKLTELIDIVNQTPLMHVSGMLGRERHY 240
consensus !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!*!!!*! !!!!!!!*! !!!!!! !!!!!! !!!!!!!!!!!***!

logo TSWIVP I
VAWHPTNKQNAVIVVDLAGKQDPVQSPLVLELMDASDESTLQRAERLYTKRRYESDELADPDELPVP I

VKL IVHLNKCP I LAPAKTLTAENAAQ
NTDB id 413611 GT360 RS07580 WP 164648283.1 TSWIVPVAWHPTNKNAVIVVDLAQDVSPVLEMDSDSLRERLYTKRSELADDELPVPIKLIHLNKCPILAPAKTLTAENAA 320
NTDB id 1141 GTF74 RS08270 WP 001183680.1 TSWIVPIAWHPTNQNAVIVVDLGKDPQPLLELDAETLQARLYTRYEDLAPDELPVPVKLVHLNKCPILAPAKTLTAENAQ 320
consensus !!!!!!*!!!!!! !!!!!!!!* !* !*!!*! **! !!!!* *!!*!!!!!!*!!*!!!!!!!!!!!!!!!!!!!

logo

K
NIG IDNREQCLAHNLANLVI

LRQHPE IREKLLVSTLVFYQSQERDEFYNSDQENKSDVDASMQLYADGFFSPADRAAMDE I I LRSTQTAPPEANLGSLADIRSFVADD
NTDB id 413611 GT360 RS07580 WP 164648283.1 NIGINREQCLANLALLRQHPEIREKLLSLYQQERDYSDENKDVDAMLYDGFFSPADRAAMDIILSQPPEALGSLDISFDD 400
NTDB id 1141 GTF74 RS08270 WP 001183680.1 KIGIDREQCLAHLNVIRQHPEIREKLVTVFSQEREFNQE.SDVDSQLYAGFFSPADRAAMEIIRTTAPENLGSLAIRVAD 399
consensus !!! !!!!!!*! **!!!!!!!!!!**** !!!** !* !!! !! !!!!!!!!!!!*!! * *!! !!!! ! !

logo

G
KR I EKPLLFRYRARHYPHWTLTDETEQQRRWAMASHCRDYFERTNRLEPDGYMTLNLENLAVHEHEQATDEPHKKMARI

VLKSVYEHYVESKLAVCS
NTDB id 413611 GT360 RS07580 WP 164648283.1 GRIKPLLFRYRARHYPWTLTETEQQRWMSHCRDYFETRLPDYTLNLENLAHEHETDEHKMRVLKSVYEYVSKLVS 475
NTDB id 1141 GTF74 RS08270 WP 001183680.1 KRIEPLLFRYRARHYPHTLTDTEQRRWAAHCRDYFERNLEGYMLNLENLVHEHQADPKKMAILKSVYHYVEKLAC 474
consensus !! !!!!!!!!!!!!*!!!*!!! !! !!!!!!! !* ! !!!!!! !!! !**!! *!!!!!*!! !! *

X non conserved

X similar

X ≥ 50% conserved


