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VGRLTKRDAPVDELRYTPQSNSGVAAVGASTFSTLMVAVDNRTQFRTTNAQANSGDEREADF INCVTIWRRKQSAENVFVANFLTHKKGSMLAVGI

VDGRLQTR
NTDB id 113 BSU 40900 NP 391970.1 MLNRVVLVGRLTKDPELRYTPNGAAVATFTLAVNRTFTNQSGEREADFINCVTWRRQAENVANFLKKGSLAGVDGRLQTR 80
NTDB id 413420 GTO87 RS00190 WP 180849013.1 MINRVVITGRLTRDAELRYTQSGVAVASFTVAVDRQFRTQAGEREADFINCVIWRKSAENFVNFTHKGSMVGIDGRLQTR 80
NTDB id 624 LCA RS00040 WP 011373726.1 MINRVVLVGRLTRDVDLRYTSSGAAVGTFSMAVNRQFTNANGDREADFINCVIWRKSAENFANFTKKGSLVGVDGRLQTR 80
consensus !*!!!!**!!!!*! *!!!! *!*!!**!**!!*!*!*** !*!!!!!!!!!*!!**!!!**!!**!!!**!*!!!!!!!

logo NYENQQGQRVFYVTEVQVAVEDNSVFAQSFLMLEPSKRNSTGQTGSTGESQRYQRGQDTGHAGGSNQDNMGQGGAGPNSGNGYFTNESNGQNNSGGGGQYAFGGGGQSNDGNANSQPAFQSGGFNYQSTSNPQSQGT
NTDB id 113 BSU 40900 NP 391970.1 NYENQQGQRVFVTEVQAESVQFLEPKNGGGS...............GSGGYNEGNSGGGQYFGGGQNDNPFGGNQN.... 141
NTDB id 413420 GTO87 RS00190 WP 180849013.1 NYENQQGQRVYVTEVVVDSFALMESRSQSEQYRQTHGGNDMGQGGAPNNGFTSGNN...GYAG..GNNAPAGGYSNPSQG 155
NTDB id 624 LCA RS00040 WP 011373726.1 NYENQQGQRVYVTEVVVDNFSLLESRTTTEQRQGDGASQN..........FNSNQ..........SNGSQQSGFTSPQQT 140
consensus !!!!!!!!!!*!!!!***** **!*** *** * * ****** * * ! * *!**** *
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QDPFSADNNDQGKNQAGPKIVDI SDDDLPF

NTDB id 113 BSU 40900 NP 391970.1 .........NQRRNQGNSFNDDPFANDGKPIDISDDDLPF 172
NTDB id 413420 GTO87 RS00190 WP 180849013.1 YSNNAAPMSGNTGNQNQDLNQDPFSDDQNGKVISDDDLPF 195
NTDB id 624 LCA RS00040 WP 011373726.1 ..........GNAPAANNTQADPFANNGQAIDISDDDLPF 170
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X similar

X ≥ 50% conserved


