
logo MKQGSLQSLRLVSQHLALTPQLQQS IRLLQLSTI
LELQSQEVEQAMLGTDENPFLLELRES INDEEWALDPRTESAERFIGAVAQADAGPSVNPAEALDQRSEFESHSAQTEPFLPTATAE

NTDB id 41340 RTA RS01400 WP 013899581.1 MKQGLSLRVSQHLALTPQLQQSIRLLQLSTLELSQEVEQMLGDNPFLELSIDEAPRE.EFGVAQADAPVPEADREFEHAQEFTAA 84
NTDB id 1425 RS RS02020 WP 011000369.1 MKQSLQLRLSQHLALTPQLQQSIRLLQLSTIELQQEVEQALTENPLLERENEWLDTSARIGA...DGSVNALQS..SSATPLPTE 80
consensus !!! ! !!*!!!!!!!!!!!!!!!!!!!!!*!! !!!!! ! *!! !! * * * ! ***!**!* ** *! * *

logo

G
SPEPGPEARASANGATDGDHAVDATAEPAPSDYESGNGPSDFWDEGSDGSTDELYGVPTDEDRGSDEWGSGLDEADFPARKRNPNQASADEGDDGREVADAPMTEQLARERASEQEPSTLQPRAEFHLHMERQALALAPLKRLCS

NTDB id 41340 RTA RS01400 WP 013899581.1 GPEGERSAGTGDVDAAPAPDSGPSDWEGDGSTELVPDDGEWGGEAPARRNNAAGDDGEVDATELARSQESLPAHLHRQALALRLC 169
NTDB id 1425 RS RS02020 WP 011000369.1 SPPP.AANGADHADTAEASYENGSDFDS....DYGTERSDWSLDDFARKPQSDEDDR..APMQLREAEPTQREFLMEQLAPLKLS 158
consensus !*** ! * ! !*!* *!!** ***** ** *! * *!!*** !! ** * ! ** * *!* ! *!*!*

logo

E
P
E
RDKRAGALLVI

RFL I ESLDNDDEGYLETDGSLDEES ILALADGLAPAGDEDPQQLQEEVELLVDHERFLQTAVALGRLMLHQHSFLDPAGI
VGARSALAECLTLQLKQARLVADNSGPASADSP

NTDB id 41340 RTA RS01400 WP 013899581.1 EEDRAALRFLIESLNDDGYLEDSLESLAAGLAGDDPQQQEELVHRFTVALGLLHHLDPAGVGARSLAECLTLQLKAVANGSADSP 254
NTDB id 1425 RS RS02020 WP 011000369.1 PRDKGLVIFLIESLDDEGYLTGSLDEILADLPAE....LEVELDELQAALRMLQSFDPAGIGARSAAECLTLQLQRLDSPA.... 235
consensus * !** * !!!!!! !*!!! !!* * ! !******* ! ** !! *!** !!!!*!!!! !!!!!!!! * * ****

logo

C
K
H
P
L
TALATICVNRQHP I

LELLAARRDVYKTRLAKKQALLTGSEVDGDEEGER I
LKAAHIAEL IARRSLAEPFKPGHRARFGVDRAVEARDNFIVVPDVLVVRTKTVAGARGGQFRFWMRAVQLNPDV

NTDB id 41340 RTA RS01400 WP 013899581.1 CHTALAICRQPIELLARRDVKRLAQLTGEGEERIKAAIALIARLEPKPGRRFVDVERNIVVPDVLVTKVGRGGQFRFRVQLNPDV 339
NTDB id 1425 RS RS02020 WP 011000369.1 KPLALTIVNQHLELLAARDYTRLKKALSVDDGELKAAHELIRSLAPFPGHAFGRAEADFVVPDVVVRKTAAG....WMAQLNPDV 316
consensus * !! !* ! *!!!! !! !! * *!!!* !! ! ! !!* ! ! !!!!!*! ! * !***** !!!!!!

logo MPRLR I
V
H
NDMVYAGQAI LKRASHSKRGESGAHAQANLQQKRLQEARWFL IKNIQQRFDTI LRVSNQAIVERQKNSFFTVHGE I

LAMRPLVLRE IADETLGLHE
NTDB id 41340 RTA RS01400 WP 013899581.1 MPRLRVHDVYAGALKAHKGE.GHQALQQRLQEARWFIKNIQQRFDTILRVSNAIVERQKNFFVHGELAMRPLVLREIADELGLHE 423
NTDB id 1425 RS RS02020 WP 011000369.1 MPRLRINDMYAQILRSSRGESGAANLQQKLQEARWLIKNIQQRFDTILRVSQAIVERQKSFFTHGEIAMRPLVLREIADTLGLHE 401
consensus !!!!!**!*!! !* **!!*!* !!!*!!!!!! !!!!!!!!!!!!!!!*!!!!!!! !! !!!*!!!!!!!!!!!! !!!!!

logo STI SRVTTANKYMATPFMGTFELKYFFGSAHLVGSTETGGANASSTAI
VRAL IKQFLVAGASEDAPKKNPLSDSQR IASDELMLGKEQGFI EVCVARRTVAKYRE

NTDB id 41340 RTA RS01400 WP 013899581.1 STISRVTTAKYMATPFGTFELKYFFGSALGTETGGNASSTAVRALIKQFVASEDAKKPLSDSQISDMLKEQGIECARRTVAKYRE 508
NTDB id 1425 RS RS02020 WP 011000369.1 STISRVTTNKYMATPMGTFELKYFFGSHVSTETGGAASSTAIRALIKQLVGAEDPKNPLSDSRIAELLGEQGFVVARRTVAKYRE 486
consensus !!!!!!!! !!!!!! !!!!!!!!!!!** !!!!! !!!!!*!!!!!! !* !!*! !!!!! ! **! !!! *!!!!!!!!!!

logo ALKR IAPAPAVNLRKASL
NTDB id 41340 RTA RS01400 WP 013899581.1 ALRIAPANLRKAL 521
NTDB id 1425 RS RS02020 WP 011000369.1 ALKIPAVNLRKSL 499
consensus !!*!** !!!! !
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X ≥ 50% conserved


