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NTDB id 1103 NMB RS07590 WP 002212976.1 ...MSLNKVILIGRLGRDPEVRYMPNGEAVCNFSVATSETWNDR.NGQRVERTEWHNITMYRKLAEIAGQYLKKGGLVYL 76
NTDB id 1131 NGFG RS05740 WP 003695064.1 ...MSLNKVILIGRLGRDPEVRYMPNGEAVCNFSVATSETWNDR.NGQRVERTEWHNITMYRKLAEIAGQYLKKGGLVYL 76
NTDB id 1390 A4U84 RS00055 WP 021115958.1 ..MAGVNKVIIVGNLGNDPDMRTMPNGDAVATLSVATSESWNDKMTGERREVTEWHRIVFFRRQAEVAGQYLRKGSKVYV 78
NTDB id 413301 GKR41 RS03550 WP 226809787.1 ..MASVNKVILLGNLGADPETRYLPSGDAITNIRLATTERYKDKTSGELKELTEWHRVVLFGRLAEVSAEYLKKGSSVYF 78
NTDB id 1166 A1552VC RS00795 WP 000168289.1 MASRGVNKVILIGNLGQDPEVRYMPSGGAVANITIATSETWRDKATGEQKEKTEWHRVTLYGKLAEVAGEYLRKGSQVYI 80
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NTDB id 1103 NMB RS07590 WP 002212976.1 EGRIQSRKYQGKDGIERTAYDIVANE....MKMLGGRNENSGGAPYEEGYGQSQEAYQRPAQQ...SRQPA..SDAPSHP 147
NTDB id 1131 NGFG RS05740 WP 003695064.1 EGRIQSRKYQGKDGIERTAYDIVANE....MKMLGGRNENSGGAPYDEGYGQSQEAYQRPAQQ...SRQPA..PDAPSHP 147
NTDB id 1390 A4U84 RS00055 WP 021115958.1 EGKLKTRKWQDQNGQDRYTTEIQGDV....LQMLDSRSSGGDFG.GNQGSGWNQAPAQTNYNQGGYSDNYAQNNNFNGGN 153
NTDB id 413301 GKR41 RS03550 WP 226809787.1 EGRIRTRKWQDQGGQDRYSTEIIADN....MQLLGGRGGDNQSS.ATSSGSR.RSEIVAP.SRGGASN.V.QKGA..... 144
NTDB id 1166 A1552VC RS00795 WP 000168289.1 EGQLQTRKWQDQSGQDRYSTEVVVQGYNGIMQMLGGRAQQGGMP.AQ..GG.....MNVP.AQQGSWGQP.QQPAKQHQP 150
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NTDB id 1103 NMB RS07590 WP 002212976.1 QEAPAAPRRQPVPAAAPVEDIDDDIPF 174
NTDB id 1131 NGFG RS05740 WP 003695064.1 QEAPAAPRRQPVPAAAPVEDIDDDIPF 174
NTDB id 1390 A4U84 RS00055 WP 021115958.1 ATRPQPAQKPAAQAEPPMDNFDDDIPF 180
NTDB id 413301 GKR41 RS03550 WP 226809787.1 ...GGSTNRQSSPINSEFDEMDDDIPF 168
NTDB id 1166 A1552VC RS00795 WP 000168289.1 MQQSAPQQYSQPQYNEPPMDFDDDIPF 177
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