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NTDB id 413293 GJV44 RS03875 WP 226806919.1 I..ATQ.......QSVSAIDQEIVEIIPPPTPDPTAKHSWLSRLKSGLTKTSSN....LTSIFISMKVNEMLFENLETSL 111
NTDB id 1118 NGFG RS11455 WP 003696286.1 AGEAAERVESAKEAVAETVGEAVGQVQEAVATTEEHKLGWAARLKQGLAKSRDKMAKSLAGVFGGGQIGEDLYEELETVL 158
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NTDB id 413293 GJV44 RS03875 WP 226806919.1 LMADAGVGVTTYLLDTLRQKVYSERLTDVQQIKATLRTLLIELLTPLERSIVLGR.AQPLVIIIAGVNGAGKTTSIGKLT 190
NTDB id 1118 NGFG RS11455 WP 003696286.1 ITGDMGMEATEYLMKDVRGRVSLKGLKDGNELRGALKEALYDLIKPLEKPLVLPETKEPFVIMLAGINGAGKTTSIGKLA 238
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NTDB id 413293 GJV44 RS03875 WP 226806919.1 KHLQSFNQSVMLAAGDTFRAAARQQLKIWGERNNVSVIQQETGDAAAVIFDAVHAARARGIGVLIADTAGRLPTQTHLME 270
NTDB id 1118 NGFG RS11455 WP 003696286.1 KYFQAQGKSVLLAAGDTFRAAAREQLQAWGGRNNVTVISQTTGDSAAVCFDAVQAAKARGIDIVLADTAGRLPTQLHLME 318
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NTDB id 413293 GJV44 RS03875 WP 226806919.1 ELRKVKRVTGKAMDGAPHEILLVLDANTGQNALAQVKAFDEALGLTGLIVTKLDGSAKGGILAAIAHQHPVPVYFIGVGE 350
NTDB id 1118 NGFG RS11455 WP 003696286.1 EIKKVKRVLQKAIPGAPHEIIVVLDANIGQNAVNQVKAFDDALGLTGLIVTKLDGTAKGGILAALASDRPVPVRYIGVGE 398
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NTDB id 413293 GJV44 RS03875 WP 226806919.1 TVEDLQPFVASEFTDALLG 369
NTDB id 1118 NGFG RS11455 WP 003696286.1 GIDDLRPFDARAFVDALLD 417
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