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NTDB id 413259 FHE72 RS14860 WP 159362236.1 MSYIYFKKTERWCQSIFHSVESLSEVMIGEAFSNDATDVHLIPRTKDYLIQFRKLGVLAPFQTIDPDQADRLIAHLKFMA 80
NTDB id 96 BSU 24730 NP 390353.1 ................MDSIEKVSKNLIEEAYLTKASDIHIVPRERDAIIHFRVDHALLKKRDMKKEECVRLISHFKFLS 64
consensus **************** *!*! *! *! !!* !*!*!**!! *! *!*!! * ! * * ** * !!! ! !!*
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NTDB id 413259 FHE72 RS14860 WP 159362236.1 SMDIGEKRKPQSGSFSLTVRNTPLSLRISTLPTTHLKESLVIRILPQKYQIPIEKMSLYPSSAKKLLALLMHSHGLILFT 160
NTDB id 96 BSU 24730 NP 390353.1 AMDIGERRKPQNGSLTLKLKEGNVHLRMSTLPTIN.EESLVIRVMPQYNIPSIDKLSLFPKTGATLLSFLKHSHGMLIFT 143
consensus !!!!!*!!!! !! *! ** ***!!*!!!!! ** !!!!!!**!! **!*!*!!*! ** !! ! !!!!***!!
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NTDB id 413259 FHE72 RS14860 WP 159362236.1 GPTGSGKTTTLYSLVHHCSVVLNRNVITLEDPVEKQHDEMVQIQVNEKAGITYSTGLKAILRHDPDIIMVGEIRDRETAE 240
NTDB id 96 BSU 24730 NP 390353.1 GPTGSGKTTTLYSLVQYAKKHFNRNIVTLEDPVETRDEDVLQVQVNEKAGVTYSAGLKAILRHDPDMIILGEIRDAETAE 223
consensus !!!!!!!!!!!!!!!*** * !!!**!!!!!!! *****!*!!!!!!!*!!! !!!!!!!!!!!*!**!!!!! !!!!
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NTDB id 413259 FHE72 RS14860 WP 159362236.1 IAIRASLTGHLVISTLHTRDAKGAIYRLMELGIEWHDIEQTLLAVSAQRLLKLLCPICKAECGGQ.CLRGKNRNRASVYE 319
NTDB id 96 BSU 24730 NP 390353.1 IAVRAAMTGHLVLTSLHTRDAKGAIYRLLEFGINMNEIEQTVIAIAAQRLVDLACPFCENGCSSVYCRQSRNTRRASVYE 303
consensus !!*!! *!!!!!***!!!!!!!!!!!!!*! !! **!!!!**!* !!!!* ! !! ! ! *! *! !!!!!!
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NTDB id 413259 FHE72 RS14860 WP 159362236.1 IITGSSLKEVLKEAKGESAEHQYRTLQALICKGVALGFVSEHEYRKWVHEEKR 372
NTDB id 96 BSU 24730 NP 390353.1 LLYGKNLQQCIQEAKGNHANYQYQTLRQIIRKGIALGYLTTNNYDRWVYHEKD 356
consensus ** ! ! ** !!!! *! *!! !! *!*!!*!!!*** * ! *!!**!!
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