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I FLS IVFVLLVGLLSGCGSAQGTPFNKSEGEKI EKVGLMLFVPDEATI
VNDGLVWGTKGYKGLLKNIQSDKYHNAVDVFYYKEGMVKNTDEETDS I IKNQAI

V

NTDB id 413246 FHE72 RS08125 WP 034763433.1 MNKKWYMFFLIVFLVGLSGCSAG.NSEEIEKVGLLVPEAVNDGVWGTKGYKGLLKIQSDYHADVFYKEGMKNDTSIKQAV 79
NTDB id 94 BSU 11300 NP 389012.2 MITRLVMIFS..VLLLLSGCGQTPFKGKIEKVGMLFPDTINDLVWGTKGYKGLLNIQSKYNVDVYYKEGVKTEEDIINAI 78
consensus ! * ! ! ** !* !!!! * !!!!!*! !* *!! !!!!!!!!!!! !!! !* !!*!!!!*! * ! *!*

logo EDEFDHDKKRDGVNTLLVFYGHGSEYADEVFNDLLVGSEGDEHYPDNMEHFVI
S
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SNAGHKAKTAEDKNTVTSLVHQFKSGEYAMGFFGGMTAAFHHMSKTKNKQI

VGVIAASFET
NTDB id 413246 FHE72 RS08125 WP 034763433.1 EEFDDKDVTLVFGHGSEYADVFNDLSGEHPNMHFVSFNGHATEKNTTSLQFKGYAMGFFGGMTAAFHSKTKKIGVIAAFE 159
NTDB id 94 BSU 11300 NP 389012.2 EDFHKRGVNLLYGHGSEYAEVFNLVGEDYPDMEFVISNAKAKADNVTSVHFSGEAMGFFGGMTAAHMSKTNQVGVIASFT 158
consensus !*!* * ! !**!!!!!!!*!!! * **! !*!! !**! ! !!**! ! !!!!!!!!!!!**!!! *!!!! !

logo WQPEVDQGF IDKGAKYEQNPSDE I
TEVKNTVEKYTDNHWDDDQETRTALVKNELLYDQKTLMKLNEDGAIDVVYPAGDGYNVAPVI EQKQI

LKEKDKGLYAIGYVSTDQS
NTDB id 413246 FHE72 RS08125 WP 034763433.1 WQPEVQGFIDGAKYQNSETEVKVEYTNHWDDQERALNELDTLLNEDIDVVYPAGDGYNVAVIEKLKEKGLYAIGYVSDQS 239
NTDB id 94 BSU 11300 NP 389012.2 WQPEVDGFIKGAKYENPDIEVNTKYTDHWDDDTTAVKLYQKMKNEGADVVYPAGDGYNVPVIQQIKKDGLYAIGYVTDQS 238
consensus !!!!! !!! !!!! !** !! !! !!!! !* * !! !!!!!!!!!!!!*!! *! !!!!!!!!*!!!
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NTDB id 413246 FHE72 RS08125 WP 034763433.1 DLGESTVLTSTVQQADKLYAVVAERFAHDELESGNLEFDFEDGVISMGKFSPVIPKDFQSEMKQHIKEYIDSGKLPNGKE 319
NTDB id 94 BSU 11300 NP 389012.2 DLGENTVLTSTVQNVDKAYEIIAEQFNKGTLEGGDHYYDLNTGVVEMGTFSPLVDQDFQQRIAKLIKTYNKTGELPKNE. 317
consensus !!!! !!!!!!!!* !! ! **!! ! * !! ! * *! !!* !! !!!*** !!! * *!! ! *! !! *

logo

SKQ
NTDB id 413246 FHE72 RS08125 WP 034763433.1 SKQ 322
NTDB id 94 BSU 11300 NP 389012.2 ... 317
consensus ***

X non conserved

X similar

X ≥ 50% conserved


