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NTDB id 1307 DR RS10055 WP 010888596.1 MTSGIDITDILRLAADKGASDIILAAGLPPQFKLSGDYDAQGFEPLSASDTRKLMYSMMNERQQRIFEEKRELDFSFALG 80
NTDB id 1283 ACE17W RS02630 WP 010947729.1 ....MDIAELLAFSVKNKSSDLHISAGMPPMIRVDGDLRKINLPPLEHKDVIKIIYDIMNDRQRKEYEEFFETDFSFEIA 76
NTDB id 1259 GCO85 RS10305 WP 010947729.1 ....MDIAELLAFSVKNKSSDLHISAGMPPMIRVDGDLRKINLPPLEHKDVIKIIYDIMNDRQRKEYEEFFETDFSFEIA 76
NTDB id 1202 PSJM300 01600 AFN76400.1 ....MDITELLAFSAKQGASDLHLSSGLPPMIRVDGDVRRINLPAMDHKQVHALIYDIMNDKQRKDFEEFLETDFSFEVP 76
NTDB id 1194 PAKAF RS01995 WP 003084552.1 ....MDITELLAFSAKQGASDLHLSAGLPPMIRVDGDVRRINLPPLEHKQVHALIYDIMNDKQRKDFEEFLETDFSFEVP 76
NTDB id 413087 GO992 RS21180 WP 159364508.1 ....MELRDMLQILAKQDGSDLYLSTGAPPCAKFNGGLRPLSETSLEPGEVAKIAADIMDGEQKQQFERERELEMNLAIS 76
NTDB id 1177 A1552VC RS01165 WP 000422572.1 ....MELNQYLDGMLTHKASDLYITVGAPILYRVDGELRAQGEAL.SVADVTALLHAMMDDARQAEFKQTREANF..AVV 73
NTDB id 1203 PSJM300 01605 AFN76401.1 ....MEFEKLLRLMVEKGGSDLFITAGVPPSMKVNGKILPVNKTPMSPEMTRETVHGVMNEQQRREFTENHECNF..AIS 74
NTDB id 1019 ACIAD RS04205 WP 004922051.1 ....MDFNDLLNLMAKHKASDLFITAGVEPSLKINGEITPVSKTKLDGDMIAQLIDSITTQKQRQEFIETHECNF..AIL 74
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NTDB id 1307 DR RS10055 WP 010888596.1 ...DKARFRVNAFMQRGNVGGVMRLIPTTVRTIAEMGLPQTVIDIANAPRGLVLVTGPTGSGKSTTLASMIDHINTTKKL 157
NTDB id 1283 ACE17W RS02630 WP 010947729.1 ...NLARFRVNAFNQSRGAAAVFRTIPSEILSMEDLGLPPIFKEMASFSRGLVLVTGPTGSGKSTTLAAVIDYINSSRYE 153
NTDB id 1259 GCO85 RS10305 WP 010947729.1 ...NLARFRVNAFNQSRGAAAVFRTIPSEILSMEDLGLPPIFKEMASFSRGLVLVTGPTGSGKSTTLAAVIDYINSSRYE 153
NTDB id 1202 PSJM300 01600 AFN76400.1 ...GVARFRVNAFNQNRGAGAVFRTIPSKVLTMEDLGMGEVFRKITDVPRGLVLVTGPTGSGKSTTLAAMLDYLNNTKYH 153
NTDB id 1194 PAKAF RS01995 WP 003084552.1 ...GVARFRVNAFNQNRGAGAVFRTIPSKVLTMEELGMGEVFKRVSDVPRGLVLVTGPTGSGKSTTLAAMLDYLNNTKYH 153
NTDB id 413087 GO992 RS21180 WP 159364508.1 .LPQIGRFRINIFKQRNEVSLVARNIKTEIPRFEDLKLPPVLLDTIMEKRGLVLFVGGTGSGKSTSLAALIDHRNRNSGG 155
NTDB id 1177 A1552VC RS01165 WP 000422572.1 RD..SGRFRVSAFFQRELPGAVIRRIETRIPTFEELKLPEVLQNLAIAKRGLVLVVGATGSGKSTTMAAMTGYRNQHRTG 151
NTDB id 1203 PSJM300 01605 AFN76401.1 ARG.IGRFRVSAFYQRNLAGMVLRRIETNIPTIEDLKLPDVLKKLALTKRGLVLFVGATGTGKSTSLAAMIGYRNKNSSG 153
NTDB id 1019 ACIAD RS04205 WP 004922051.1 NREKNERFRVSAFQQRDMPGMVIRRIETKIPSPDDLHLPPILKELAMSKRGIIIFSGATGTGKSTSLASMIQHRNQHSKG 154
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NTDB id 1307 DR RS10055 WP 010888596.1 HILTIEDPIEFMHPNKASIINQREVGSDTLSFDDALRAALRQAPDVILVGEMRDYETIKAAVTAAETGHLVMGTLHTNSA 237
NTDB id 1283 ACE17W RS02630 WP 010947729.1 HILTVEDPIEFVHQSKKCLVNQREVHKDTLSFNAALRSALREDPDIILVGELRDLETIRLAMTAAETGHLVFGTLHTNSA 233
NTDB id 1259 GCO85 RS10305 WP 010947729.1 HILTVEDPIEFVHQSKKCLVNQREVHKDTLSFNAALRSALREDPDIILVGELRDLETIRLAMTAAETGHLVFGTLHTNSA 233
NTDB id 1202 PSJM300 01600 AFN76400.1 HILTIEDPIEFVHESKKCLVNQREVHRDTLGFSEALRSALREDPDIILVGEMRDLETIRLALTAAETGHLVFGTLHTTSA 233
NTDB id 1194 PAKAF RS01995 WP 003084552.1 HILTIEDPIEFVHESKKCLVNQREVHRDTLGFSEALRSALREDPDIILVGEMRDLETIRLALTAAETGHLVFGTLHTTSA 233
NTDB id 413087 GO992 RS21180 WP 159364508.1 HIITIEDPVEFVHRHRKSIINQREVGVDTRSFHAALKNPLRQAPDVILIGEIRDRETMEHALAFSETGHLAISTLHANNA 235
NTDB id 1177 A1552VC RS01165 WP 000422572.1 HILTVEDPIEFVHEHKRCIVTQREVGLDTESYEVALKNSLRQAPDMILIGEIRSRETMEYAMTFAETGHLCMATLHANNA 231
NTDB id 1203 PSJM300 01605 AFN76401.1 HIISIEDPIEFIHQHQNCIVTQREVGIDTDSFEVALKNTLRQAPDVILIGEVRTRETMDHAVAFAETGHLCLATLHANNA 233
NTDB id 1019 ACIAD RS04205 WP 004922051.1 HIITIEDPIEFIHEHAGCIITQREVGIDTDSFEIALKNTLRQAPDVILIGEIRSREVMDYALAFAETGHLVFATLHANNA 234
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NTDB id 1307 DR RS10055 WP 010888596.1 PESIDRIVDVFPEEQQEQIRVQLANNLVAVMTQQLLPRADGQGRVLAYEILLANPAVRALIREGKTFQITSVMQTGAREG 317
NTDB id 1283 ACE17W RS02630 WP 010947729.1 TKTINRIIDVFPAEEKSMVRSMLSESLQAVVAQSLLKK.NKGGRVAALEIMMCTGAIRNLIREDKIAQMYSSIQTGQAKG 312
NTDB id 1259 GCO85 RS10305 WP 010947729.1 TKTINRIIDVFPAEEKSMVRSMLSESLQAVVAQSLLKK.NKGGRVAALEIMMCTGAIRNLIREDKIAQMYSSIQTGQAKG 312
NTDB id 1202 PSJM300 01600 AFN76400.1 AKTIDRVVDVFPAEEKSMVRSMLSESLQAVISQTLLKK.VGGGRVAAHEIMIGTPAIRNLIREDKVAQMYSSIQTGGSLG 312
NTDB id 1194 PAKAF RS01995 WP 003084552.1 AKTIDRVVDVFPAEEKAMVRSMLSESLQSVISQTLIKK.IGGGRVAAHEIMIGTPAIRNLIREDKVAQMYSAIQTGGSLG 312
NTDB id 413087 GO992 RS21180 WP 159364508.1 NQALDRIINFFPEERRPQLLNDLGNNLKAFVSQRLVKTTDG.GRRAAVEIMLGTHTIRDMIKRGEFGSLKEVMEKSRALG 314
NTDB id 1177 A1552VC RS01165 WP 000422572.1 NQALERILHLVPKEQREQFLLDLSLNLKGVIAQQLLRDKNGKGRHGVFEVLLNSPRIADLIRRGELHELKATMARSQEVG 311
NTDB id 1203 PSJM300 01605 AFN76401.1 NQALDRIINFFPADRQNQVWMDLSLNLKAIVAQQLVPTPDGKGRRAVIEVLINTPLAADLIRKGEVHELKGLMKRSTDLG 313
NTDB id 1019 ACIAD RS04205 WP 004922051.1 NQTLERIIHFFDADRHQQIFMDLSLNLKAVISQQLIPTHDGQSRRAAVEVLINTPLLSDYIRQGEIYKIKELMARSGELG 314
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NTDB id 1307 DR RS10055 WP 010888596.1 MVTMDAYLAGLFRRHLITYDKGLERAIDPKEFARLANDASAGLGG.....ASMTPAAPPVPAYNSASSSSTGRGGDFGRG 392
NTDB id 1283 ACE17W RS02630 WP 010947729.1 MQTLDQHLTELVNKNIISKHTAHEAALNKSLF................................................ 344
NTDB id 1259 GCO85 RS10305 WP 010947729.1 MQTLDQHLTELVNKNIISKHTAHEAALNKSLF................................................ 344
NTDB id 1202 PSJM300 01600 AFN76400.1 MQTLDSCLKGLLAKGLISRDSAKEKAKQPENF................................................ 344
NTDB id 1194 PAKAF RS01995 WP 003084552.1 MQTLDMCLKGLVAKGLISRENAREKAKIPENF................................................ 344
NTDB id 413087 GO992 RS21180 WP 159364508.1 MVTFDSALFDLVVEGVIEEEEAVKNADSANNLRLKIK.LWKEKGQI.ANSADATGWSL........EPTKDESNDPF... 381
NTDB id 1177 A1552VC RS01165 WP 000422572.1 MQTFDQALYQLVVDDKISEQDALHSADSANDLRLMLK.TKRGDDY...GSGSLQNVKI........DME........... 368
NTDB id 1203 PSJM300 01605 AFN76401.1 MQTFDQALYNLYVQGEITYEDALLHADSSNDLRLMIK.LGSETDGEHLTSVS.QGLTL........EMSDDDPGRSFR.. 381
NTDB id 1019 ACIAD RS04205 WP 004922051.1 MQTFDQALFDLYDHQHISYADALKHADSPNNLRLQIK.LSEEANKPLDNRERMSEMER........KMTFDGQRRNLK.. 383
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