logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id
id
id
id
id

1410
1028
1110
1168
1293
1401
1251

413083 G0992 RS15715 WP 088814128.

1058
1018

consensus

logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id
id
id
id
id

1410
1028
1110
1168
1293
1401
1251

413083 G0992 RS15715 WP 088814128.

1058
1018

consensus

logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id
id
id
id
id

1410
1028
1110
1168
1293
1401
1251

413083 G0992 RS15715 WP 088814128.

1058
1018

consensus

SGL RS13950 WP 010873519.1
TT RS08215 WP 011173991.1
NGFG RS09235 WP 003689817.1

A1552VC RS11070 WP 000957200.

VP RS12240 WP 005479695.1
DSB67 RS12665 WP 010643259.1
GCO85 RSO7725 WP 011946523.1

ABD1 RS01615 WP 001274986.1
ACIAD RS01685 WP 004920473.1

SGL RS13950 WP 010873519.1
TT RS08215 WP 011173991.1
NGFG RS09235 WP 003689817.1

A1552VC RS11070 WP 000957200.

VP RS12240 WP 005479695.1
DSB67 RS12665 WP 010643259.1
GCO85 RSO7725 WP 011946523.1

ABD1 RS01615 WP 001274986.1
ACIAD RS01685 WP 004920473.1

SGL RS13950 WP 010873519.1
TT RS08215 WP 011173991.1
NGFG RS09235 WP 003689817.1

A1552VC RS11070 WP 000957200.

VP RS12240 WP 005479695.1
DSB67 RS12665 WP 010643259.1
GCO85 RS0O7725 WP 011946523.1

ABD1 RS01615 WP 001274986.1
ACIAD RS01685 WP 004920473.1

1

1

1

1

ALLITAEKAKELKA FALDEEA WVVRVAFLNI 'LDITLSLEEVEDL'I LVVE"YQT TKSAFLYALAKHYI"ELCLINYW

EC OKDLKL ELL LK I SREALEEALVEXREKT DLLORILVRK . L EEALYRALAECKCLEFLESTE

[eNoNoNoNoloNoNoNoNe) [eNoNoNoNoNoNoNoNoNe]

cNoNoNoNoRoNoNoNoNo



logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB id 1058 ABD1 RS01615 WP 001274986.1
NTDB id 1018 ACIAD RS01685 WP 004920473.1
consensus

id
id
id
id
id
id
id
id

1410
1028
1110
1168
1293
1401
1251

SGL RS13950 WP 010873519.1
TT RS08215 WP 011173991.1
NGFG RS09235 WP 003689817.1

VP RS12240 WP 005479695.1
DSB67 RS12665 WP 010643259.1
GCO85 RSO7725 WP 011946523.1

logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB id 1058 ABD1 RS01615 WP 001274986.1
NTDB id 1018 ACIAD RS01685 WP 004920473.1
consensus

SGL RS13950 WP 010873519.1
TT RS08215 WP 011173991.1
NGFG RS09235 WP 003689817.1

id
id
id
id
id
id
id
id

1410
1028
1110
1168
1293
1401
1251

VP RS12240 WP 005479695.1
DSB67 RS12665 WP 010643259.1
GCO85 RSO7725 WP 011946523.1

logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB id 1058 ABD1 RS01615 WP 001274986.1
NTDB id 1018 ACIAD RS01685 WP 004920473.1
consensus

id
id
id
id
id
id
id
id

1410
1028
1110
1168
1293
1401
1251

SGL RS13950 WP 010873519.1
TT RS08215 WP 011173991.1
NGFG RS09235 WP 003689817.1

VP RS12240 WP 005479695.1
DSB67 RS12665 WP 010643259.1
GCO85 RS0O7725 WP 011946523.1

A1552VC RS11070 WP 000957200.

413083 G0992 RS15715 WP 088814128.

A1552VC RS11070 WP 000957200.

413083 G0992 RS15715 WP 088814128.

A1552VC RS11070 WP 000957200.

413083 G0992 RS15715 WP 088814128.

1

1

1

1

1

1

FONCEVEVVLSDPRHKEAVAQRL LNRPARFYLAL PTQAWEEL FRRAYFFQKNRL CEVLVRECKIL SREXT

.......................................................................... MTSSSS 6
LRSDALRYGAVPIGFQNGEVEVVLSDPRHKEAVAQLLNRPARFYLALPQAWEELFRRAYPQKNRLGEVLVQEGKLSREAL 320
................................................................................ 0
................................................................................ 0
................................................................................ 0
................................................................................ 0
................................................................................ 0
................................................................................ 0
................................................................................ 0
................................................................................ 0
S VTAsQeQ_A VKA - s s A( S. v
SKKSRAVALRNYF.PFGNK AG[¢H DAE@LRQALV@VKKTGRS PEEMKAVTGRERSISELISRAYKKNQLF EBK ViENENMD 86
KEALEVQKGLPRAKP)EGE ELESARPEDVEEAMQKQRRG[EGR . .SGK/SRIZEAINNGA . . . . . .. 391
........... VE@RAEHYYNESQ . AGKE . DGV e 59
........... ABREQAVMT[A]V SEAS[ETES .LSIFHAQEMTEQ. ... ... 60
........... FRINEESLEE[N VIS TR e 60
........... FRINEE S LIME[R]VINS[E TR e 60
.. .MALATEEYRLQ[EMGQOEBRYLEKIBEDKMKATELHKLAANEK TEISNQ Y@K . . NKI|RSJAEQ@ALT . . . . . .. 68
....... ESDSQRYMSHAFNQRKPFMTFIN e 64
.. .MSALHTSPKFMEFFRRIRUEEKHMSAATMQTAIBDAAISRAKQDTMAY)SEE . . EVHBRSISSLIWNAT . . . .. .. 68
.. .MSAFTTPPKFEEFIRRIQYEEMYMNAQNMQQAMEK AISKFKQD . NFSESIYLTERNT . . ... .. 68
YLD YD Lrg | LL EL E§ <R . YLAV Q A EF T ELVLV
SEPEVAPIATQQOMAEBIGRFFPL EFKFLPLAQQEGDPPS Q T 164
YMO,PEEDPPD IRCRIIY G EPHRLEG... 463
Vg QMVEFHCEZMFRRE . . 126
ETIRS Ry YN IRETIYD AIRCERA K Q¢ 127
QPERRS Qe Y 127
CTSIN Qg Y 127
MESREN C Ip]V 135
LS A ARDLIA 131
YF|DRD V)@ T 135
¥ DI[eaU DIgA 135

*




logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id
id
id
id
id

1410 SGL RS13950 WP 010873519.1
1028 TT RS08215 WP 011173991.1
1110 NGFG RS09235 WP 003689817.1

1168 A1552VC RS11070 WP 000957200.

1293 VP RS12240 WP 005479695.1
1401 DSB67 RS12665 WP 010643259.1
1251 GCO85 RSO7725 WP 011946523.1

413083 G0992 RS15715 WP 088814128.

1058 ABD1 RS01615 WP 001274986.1
1018 ACIAD RS01685 WP 004920473.1

consensus

logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id
id
id
id
id

1410 SGL RS13950 WP 010873519.1
1028 TT RS08215 WP 011173991.1
1110 NGFG RS09235 WP 003689817.1

1168 A1552VC RS11070 WP 000957200.

1293 VP RS12240 WP 005479695.1
1401 DSB67 RS12665 WP 010643259.1
1251 GCO85 RSO7725 WP 011946523.1

413083 G0992 RS15715 WP 088814128.

1058 ABD1 RS01615 WP 001274986.1
1018 ACIAD RS01685 WP 004920473.1

consensus

logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id
id
id
id
id

1410
1028
1110
1168
1293
1401
1251

SGL RS13950 WP 010873519.1
TT RS08215 WP 011173991.1
NGFG RS09235 WP 003689817.1

VP RS12240 WP 005479695.1
DSB67 RS12665 WP 010643259.1
GCO85 RS0O7725 WP 011946523.1

413083 G0992 RS15715 WP 088814128.

1058 ABD1 RS01615 WP 001274986.1
1018 ACIAD RS01685 WP 004920473.1

consensus

A1552VC RS11070 WP 000957200.

1

1

1

1

1

1

RR

LD L0)
QDDFNQL EQYY IREEWIAAQEKRDQERALDKLNDLTDIVGSID.

EAANEKIRIERFY@RAELSEIAK . (BFAK. .. ..o
GSHSTSLLQELGEGQEEEE. .. ... ...... SH

ENKISESAIGEIMESELDA . LGM . E[@
GQHEHEEESSFPFND . EjF|

kkkk o kok *

*kok k k ok %k kok ok * %k %k % * * ko ok
uL3ERLA

AAE A e b ol 8 DR s o

R RIDG LN.AFDPLPRK [V WARIGK M W DIAERRFPQDG I RIYQ..G.K DFRYV
RER DGALRPYST APICISAYN W | X ML IAE RLPQDGR §{ FERXJ¥® DER
R R DGQLR \i
REDG I LIYERN
RCDGILI TQ

RE|GASDIHFEJYEERFR
RKGASDIHFEPYENQYR
RISGASDIHFEPYEIWIYR
RISGASDIHFEPYERNWIYR
RINGASDIHFEPYEI#NYR
IIGASD HFEPYEJSSYR
RNIGASD HFEPYEISYR Al
RUSJASD HFEPYEWSIYR R R DG L3N JWEN
[N )k Lk lxl x| * | sk sk ok %k ok

ST T R Dssi el e et B0 LT RV el 5 A

WTLP |J GEK [LR LD\SEYNWL DFLITNPETLQTVRELAARPYGL L
STLPT GEKAV RLLESY SDIPEI DINGEAIEGVFEREKVESEY Y[ 1 Fil
STLPTLFGEK ARLNIDNLG RPIFQKMLELEA BRPYGM L
LYALIRPQGMIL

LEALRRPQGMIL

L ALRRPQGMIL

L@A WRPQGMIL

LIALY PQGMIL

RV

HS LDIAERRLPQDGRIKLKLNQ:DTAID
RV

IS LDIAERRLPQDGRIKLKL)\NEEYA I D
R RQDGILH .

MSLDI ERR PQDG[ERK X S
M LDIAERRLPQDGRIKLKLS

Dok Lok Dok D11 Dotk ok ok %k

EALIN PQGM L
EAL) PQGM L

% ok Dok |okok |

ok ok | IEETIEL % * ook

244
518
183
193
193
193
202
196
197
197

322
595
262
271
271
271
280
274
275
275

402
675
342
351
351
351
360
354
355
355



logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id
id
id
id
id

1410 SGL RS13950 WP 010873519.1
1028 TT RS08215 WP 011173991.1
1110 NGFG RS09235 WP 003689817.1

1168 A1552VC RS11070 WP 000957200.

1293 VP RS12240 WP 005479695.1
1401 DSB67 RS12665 WP 010643259.1
1251 GCO85 RSO7725 WP 011946523.1

413083 G0992 RS15715 WP 088814128.

1058 ABD1 RS01615 WP 001274986.1
1018 ACIAD RS01685 WP 004920473.1

consensus

logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id
id
id
id
id

1410 SGL RS13950 WP 010873519.1
1028 TT RS08215 WP 011173991.1
1110 NGFG RS09235 WP 003689817.1

1168 A1552VC RS11070 WP 000957200.

1293 VP RS12240 WP 005479695.1
1401 DSB67 RS12665 WP 010643259.1
1251 GCO85 RSO7725 WP 011946523.1

413083 G0992 RS15715 WP 088814128.

1058 ABD1 RS01615 WP 001274986.1
1018 ACIAD RS01685 WP 004920473.1

consensus

logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id
id
id
id
id

1410
1028
1110
1168
1293
1401
1251

SGL RS13950 WP 010873519.1
TT RS08215 WP 011173991.1
NGFG RS09235 WP 003689817.1

VP RS12240 WP 005479695.1
DSB67 RS12665 WP 010643259.1
GCO85 RS0O7725 WP 011946523.1

413083 G0992 RS15715 WP 088814128.

1058 ABD1 RS01615 WP 001274986.1
1018 ACIAD RS01685 WP 004920473.1

consensus

A1552VC RS11070 WP 000957200.

1

1

1

1

1

1

OV EAALRSELN D, RLE e AR LT

EDPVEN$Y PGINQEQVNPMINGLTFARJALR FLRQDPD
EDPAEINLPGINQV VNBKWGLTFAMAL SFLRQDPD
EDPVEINLEGINQVQV PK GREFAIMALRSFLRQDPD
EDPVEINL

GINQVQV PX GJ¥&FARALRSFLRQDPD
EDPVEIiLPGINQVQV PK GIFHFARALRSFLRQDPD
EDPVEI{ PGINQV NPKRAGLTF [MALRSFLRQDPD
EDPVEINLPG NQVQVNPKINGLTFARALRSFLRQDPD

DU Uk ok Dok Dok ook kR Drok 1% % ko |

L I e P

LITAQRLAR
LITAQRLAR
LITAQRLAR
LITAQRLAR

E.VVP
INOSQ@YIIXA . DIP

LCEcKIY
ENEIEEY

I.QVP

* % ok % ok

o KRR

SGYKGRVG

oS

YEVM - ETESS TINMRIGA  gs)i T190]¢

G TGYKGR A H|AN L VlIDBVIR H ARV A[¢lK|

GRVG

EV

INON Q@YAVRDDF

éEgL .@|g gKuééé @*A

IMVGEIRDLETA IAIKAAQTGH VIgSTLHTNWYARJATL R |8
MVGEIRDLETAETIA KAAQTGHLVLSTLHTNSAAET pSRLE
MVGEIRDL TAETIAIKA QTGHLVLSTLHTNSAAET MRLH]
MVGEIRDL TAEIAIKA QTGHLVLSTLHTNSAAET MRLH]

IMVGEIRDLETAETATKAAQTGHLVLSTLHTNSAAETLNRLYY
MVGEIRDLETAETATKAAQTGHLVLSTLHTNSAAETL R [

IMVGEIRDLETAEIAIKAAQTGH V STLHTNSARETL RLJJ

IMVGEIRDLETAEIAIKAAQTGHLV STLHTNJAAETL RLE
[ R Y R Ry R I e ey R R ey

. eeBRRlIAY

NQGHIE
EAEMLIS
KQSLIS
ERSILIH
¥ 1

e

IMVEEQUITpRRL AY SIBN L Qe Y eBEIRYERAMIFTDTGLESEMRA

i TLRRS

AOSGMNTL[ASGLEK
ANMIGMBITL{MEISG EK

GITSIgAE
QGITSIFE

Hokkokokkkok |k Dk | kok

482
755
422
431
431
431
440
434
435
435

561
819
488
493
492
492
505
499
501
501

641
889
558
562
561
561
574
568
570
570



logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id
id
id
id
id

1410
1028
1110
1168
1293
1401
1251

KRKSAL T RT AAELOOE LD hd TSRFEFS

SGL RS13950 WP 010873519.1 KRKSALTCRTCAAELQQEWLDCPYCMTSRFS
TT RS08215 WP 011173991.1 ... .. .
NGFG RS09235 WP 003689817.1 ... . i it e i
A1552VC RS11070 WP 000957200.1 .. ........ .. ... ... . . . ...
VP RS12240 WP 005479695.1 .. e e
DSB67 RS12665 WP 010643259.1 . ......... ... ... . . . . . o ..
GCO85 RSO7725 WP 011946523.1 ... . e i e

413083 GO992 RS15715 WP 088814128.1 ... ... i i

1058
1018

consensus

ABD1 RS01615 WP 001274986.1 . ...... ... . . . . . .
ACIAD RS01685 WP 004920473.1 .. it it e i

X non conserved
B similar
> 507 conserved

672
889
558
562
561
561
574
568
570
570



