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NTDB id 412961 GTN31 RS07430 WP 164942349.1 ....MENMTLFEQSFVKGTITRILFYNNDNFYTVLKAEVIESNEDFDDD.ATITGYLPQIAEGDTYTFTGKIVTHPKYGK 75
NTDB id 355 BSU 27480 NP 390625.1 MQQHPDQLKLEEEPYLKGTVNTVIYHNDTNLYTVLKVKVTETSEAIEDKAVSVTGYFPALQEEETYTFYGKIVTHPKFGL 80
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NTDB id 412961 GTN31 RS07430 WP 164942349.1 QLQADKFEKDMPQSRDGIIHYLSSDLFKGVGKKTARTIVEVLGEDALNIILDDKSSLDRVPKLSDEKKDLIFNTIHDNQA 155
NTDB id 355 BSU 27480 NP 390625.1 QFQAEHFKKEIPTTKEGIIQYLSSDLFEGIGKKTAEEIVKKLGDSAINKILADASVLYDVPRLSKKKADTLAGALQRHQG 160
consensus ! !!**! !**! ***!!!*!!!!!!! !*!!!!! !! !!* !*! !! ! ! ! !!*!! ! ! * ** *!*
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NTDB id 412961 GTN31 RS07430 WP 164942349.1 IEKIMIRLNEFGFGPQLAMKIYQFYKDDTLKVINESPYQLVMDIEGIGFNKADELAGKLGIDNNHPERLKAALVFTIEQA 235
NTDB id 355 BSU 27480 NP 390625.1 LEQIMISLNQFGFGPQLSMKIYQAYESETLEKIQENPYQLVKDVEGIGFGKADELGSRMGLSGNHPERVKAAILYTLETT 240
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NTDB id 412961 GTN31 RS07430 WP 164942349.1 SNQNGHTYIPDQVLLETSFNLLTK...NGSQVDPDRLVIALTELTEEHKLVEHEKNIYIPSLFYSETKAVQILHRLLNHK 312
NTDB id 355 BSU 27480 NP 390625.1 CLSEGHTYIETEQLIIDTQSLLNQSAREGQRITEMDAANAIIALGENKDIVIEDGRCYFPSLFYAEQNVAKRVKHIASQT 320
consensus * !!!!!* !* * !! *** ! * * !* ! ! * *! ** *! !!!!! ! **** *
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NTDB id 412961 GTN31 RS07430 WP 164942349.1 NQVKQFEQSEVLLAIGELESLFEVSYAERQKDALVTAMNSKLMILTGGPGTGKTTVVRGIVNLYAELHGLSLDYDDYDG. 391
NTDB id 355 BSU 27480 NP 390625.1 EYENQFPESEFLLALGELEERMDVQYAPSQKEAIQKALSSPMLLLTGGPGTGKTTVIRGIVELYGELHGVSLDPSAYKKD 400
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NTDB id 412961 GTN31 RS07430 WP 164942349.1 QDYPIVVAAPTGRASKRLQESTGLEATTIHRLIGWTRENKPDDVLETEITAKLVIIDEMSMVDTWLMFQLMKAVPNDAQI 471
NTDB id 355 BSU 27480 NP 390625.1 EAFPIVLAAPTGRAAKRMSESTGLPAVTIHRLLGWNGAEGFTHTEDQPIEGKLLIIDEASMLDIWLANHLFKAIPDHIQI 480
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NTDB id 412961 GTN31 RS07430 WP 164942349.1 IFVGDQDQLPSVGPGQVFKDMIDAQIMPQIELNEVYRQQEGSSIVELAHQIKRN.EPFDITKRYNDRSFIPCSSSQIPEV 550
NTDB id 355 BSU 27480 NP 390625.1 IIVGDEDQLPSVGPGQVLRDLLASQVIPTVRLTDIYRQAEGSSIVELAHQMKNGLLPNNLTAPTKDRSFIRCGGSQIKEV 560
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NTDB id 412961 GTN31 RS07430 WP 164942349.1 IEKIVRSAVNKGYDMRDIQVLAPIYRGPAGIRALNKVLQEILNPSDENKRELQFGDVYFRTGDKVLQLVNRPEDNVFNGD 630
NTDB id 355 BSU 27480 NP 390625.1 VEKVVANALKKGYTAKDIQVLAPMYRGKAGINELNVMLQDILNPPKEKRRELKFGDVVYRTGDKILQLVNQPENNVFNGD 640
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NTDB id 412961 GTN31 RS07430 WP 164942349.1 IGEVTGIFMAAENALNKDVVIVDYDGSEVTYTKADLMEVTHAYCCSIHKSQGSEFPIVIMPVVNQYFRMLQKNILYTGLT 710
NTDB id 355 BSU 27480 NP 390625.1 IGEITSIFYAKENTEKEDMAVVSFDGNEMTFTKKDFNQFTHAYCCSIHKSQGSEFPIVVLPVVKGYYRMLRRNLLYTAIT 720
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NTDB id 412961 GTN31 RS07430 WP 164942349.1 RAKQSLIFCGDVQAFNEGIKRIGNARFI.SFYQFLIDYFKTDEADDNAGDNVLPFDVGEMTEDNMHLVDPMINMEGITPY 789
NTDB id 355 BSU 27480 NP 390625.1 RAKKFLILCGEEEALEWGVKNNDATVRQTSLKNRLSVQVEEMDAELEALQKELP..........FSVHDANIGMEGITPF 790
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NTDB id 412961 GTN31 RS07430 WP 164942349.1 DFIS.... 793
NTDB id 355 BSU 27480 NP 390625.1 DFMKEEQQ 798
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