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NTDB id 1384 A4U84 RS08525 WP 010787006.1 .......................................MSQYTI...CEQQTERIFDIS.....PSRWQKNCE...EKQ 30
NTDB id 1293 VP RS12240 WP 005479695.1 MHSNLSTILRQKGLLTFSQEESLIEQVKASGISMPEALLSSGFFTSSELAEHLSSIFGLSQPELSQYEYASLCQQLGLRE 80
NTDB id 96 BSU 24730 NP 390353.1 ................................................................................ 0
NTDB id 412959 GTN31 RS06875 WP 164942281.1 ................................................................................ 0
NTDB id 30 MW RS08005 WP 000697220.1 ................................................................................ 0
NTDB id 14 SA RS07775 WP 000697220.1 ................................................................................ 0
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NTDB id 1384 A4U84 RS08525 WP 010787006.1 LLLRYLAVPVQETEHKLWLAVDDENNLTACEIFAFMTHKQIEPVVIASDELKYLLNAL.....SPEQQPI...YEESELA 102
NTDB id 1293 VP RS12240 WP 005479695.1 LITRHNALPLHRTPSTLLLAVADPTNQQAEDDFRFATGLQVELVLADFRELSTAIRRLYGRSLSHEKSGLKEINQEELAS 160
NTDB id 96 BSU 24730 NP 390353.1 ................................................................................ 0
NTDB id 412959 GTN31 RS06875 WP 164942281.1 ................................................................................ 0
NTDB id 30 MW RS08005 WP 000697220.1 ................................................................................ 0
NTDB id 14 SA RS07775 WP 000697220.1 ................................................................................ 0
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NTDB id 1384 A4U84 RS08525 WP 010787006.1 FVEQE.......QEQLNLNDPIIQLLDNLFKFCLAQNASDIHIEPRKQKLIIRLRIDGVLHLYKSLSIQLASRLISRIKL 175
NTDB id 1293 VP RS12240 WP 005479695.1 LVDVGADEIDNIEDLSQDESPVSRYINQILLDAVRKGASDIHFEPYEKMYRVRLRCDGILIETQQPPNHLSRRLSARIKI 240
NTDB id 96 BSU 24730 NP 390353.1 ..................MDSIEKVSKNLIEEAYLTKASDIHIVPRERDAIIHFRVDHALLKKRDMKKEECVRLISHFKF 62
NTDB id 412959 GTN31 RS06875 WP 164942281.1 .....................MEQLFNEIIEEAIIQSASDIHFIPNDKSISIKFRIHGDIEDYREIDDMLFRKLLSYIKF 59
NTDB id 30 MW RS08005 WP 000697220.1 .....................MKILFQEIINKAIEMKASDVHFIPVKNEVSIKFRINDNLEQYEQIGNSIYQKLLVYMKF 59
NTDB id 14 SA RS07775 WP 000697220.1 .....................MKILFQEIINKAIEMKASDVHFIPVKNEVSIKFRINDNLEQYEQIGNSIYQKLLVYMKF 59
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NTDB id 1384 A4U84 RS08525 WP 010787006.1 LAKLDISELRQPQDGQFSFTTALADTLDFRVSSLPTIYG.EKLVLRLQKNKPTSFDFLQLGFNPQQQTTLLNALKQPQGL 254
NTDB id 1293 VP RS12240 WP 005479695.1 LSKLDIAERRLPQDGRIKLKLNQDTAIDMRVSTLPTLFG.EKIVLRLLDSSSASLDIDKLGYSEQQKQLYLEALRRPQGM 319
NTDB id 96 BSU 24730 NP 390353.1 LSAMDIGERRKPQNGSLTLKLKEG.NVHLRMSTLPT.INEESLVIRVMPQY.NIPSIDKLSLFPKTGATLLSFLKHSHGM 139
NTDB id 412959 GTN31 RS06875 WP 164942281.1 TAHLDVSEKNKAQSGIIQFNLKDL.RYNIRASTLPRSLGDEACVLRIIRQN.FIDEYQTND.....KI.LYNQIKKSSGI 131
NTDB id 30 MW RS08005 WP 000697220.1 QAGLDVSTQQVAQSGRYSYHFNKI..YFLRISTLPLSLGQESCVIRIVPQF.FQQQKSTYK.....FNDFKHLMNKKQGL 131
NTDB id 14 SA RS07775 WP 000697220.1 QAGLDVSTQQVAQSGRYSYHFNKI..YFLRISTLPLSLGQESCVIRIVPQF.FQQQKSTYK.....FNDFKHLMNKKQGL 131
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NTDB id 1384 A4U84 RS08525 WP 010787006.1 ILVTGPTGSGKSITLYSALNYLNQ.MDKHILTAEDPVEIEIDGLIQTQVNRSIQLDFSQLLRTFLRQDPDIIMLGEIRDE 333
NTDB id 1293 VP RS12240 WP 005479695.1 ILMTGPTGSGKTVSLYTGLNILNK.PEINISTAEDPVEINLSGINQVQVQPKIGFGFAEALRSFLRQDPDVVMVGEIRDL 398
NTDB id 96 BSU 24730 NP 390353.1 LIFTGPTGSGKTTTLYSLVQYAKKHFNRNIVTLEDPVETRDEDVLQVQVNEKAGVTYSAGLKAILRHDPDMIILGEIRDA 219
NTDB id 412959 GTN31 RS06875 WP 164942281.1 IIISGPTGSGKSTLMYQLVHYARNTLKRQIISIEDPVEQHIEGIIQVNVNEKAEITYHTAIKAILRCDPDIIMLGEIRDS 211
NTDB id 30 MW RS08005 WP 000697220.1 LLFSGPTGSGKSTLMYQMVSYANKALNLNVISIEDPVEMQIPGIVQINVNDKAGINYVNSFKAILRCDPDVILIGEIRDK 211
NTDB id 14 SA RS07775 WP 000697220.1 LLFSGPTGSGKSTLMYQMVSYANKALNLNVISIEDPVEMQIPGIVQINVNDKAGINYVNSFKAILRCDPDVILIGEIRDK 211
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NTDB id 1384 A4U84 RS08525 WP 010787006.1 ESAKMALRASQTGHLVLSTLHTNDALSAVERLLQLGIQEYEIQNSLLLVIAQRLVRKLCKKCRG................ 397
NTDB id 1293 VP RS12240 WP 005479695.1 DTAEIAIKASQTGHLVLSTLHTNSAAETIIRLSNMGVESFNLASSLSLIIAQRLARKLCPYCKQPQEHTVQLQHLGIQTT 478
NTDB id 96 BSU 24730 NP 390353.1 ETAEIAVRAAMTGHLVLTSLHTRDAKGAIYRLLEFGINMNEIEQTVIAIAAQRLVDLACPFCEN................ 283
NTDB id 412959 GTN31 RS06875 WP 164942281.1 VVAHQVINAGLSGHLVLTTLHANDCIGALFRLKEMGINAVDLYQSINLIINQRLVRKKD..................... 270
NTDB id 30 MW RS08005 WP 000697220.1 DVAKCVIQASLSGHLVLTTLHATDCKGAILRLLEMGISVQELIQATNLIINQRLVTTIK..................... 270
NTDB id 14 SA RS07775 WP 000697220.1 DVAKCVIQASLSGHLVLTTLHATDCKGAILRLLEMGISVQELIQATNLIINQRLVTTIK..................... 270
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NTDB id 1384 A4U84 RS08525 WP 010787006.1 ........VGCDECYQGY...RGRIGVYQCLSRTAKKFD............KQTAYLDFSSLRESAKQKIEQQLTNETEV 454
NTDB id 1293 VP RS12240 WP 005479695.1 DNIFRANPDGCNECTHGY...SGRTGIYEVMRFDESLSEALIKGASVHELEKLAIANGMSTLQMSGIEKLKQGITSFSEL 555
NTDB id 96 BSU 24730 NP 390353.1 .........GCSSVYCRQSRNTRRASVYELLYGKNL..QQCIQEAK.....GNHANYQYQTLRQIIRKGIALGYLTTNNY 347
NTDB id 412959 GTN31 RS06875 WP 164942281.1 ....................GMGRLLAYEFLTKKDI..EKYLQGEH.....I...N..YRTLTDQFKELYETNQISHYEF 318
NTDB id 30 MW RS08005 WP 000697220.1 ....................QQRQL.VCEILSQQQL..RYFFSHNH.....SLPSS..FKNLEDKLDDMTKAGVICETTM 320
NTDB id 14 SA RS07775 WP 000697220.1 ....................QQRQL.VCEILSQQQL..RYFFSHNH.....SLPSS..FKNLEDKLDDMTKAGVICETTM 320
consensus ** ****** * * *! * * *** * *

logo

E
Q
DK
R
F
W
V
Y

D
V
I
L

G
L
Y
F
H
YEKD

NTDB id 1384 A4U84 RS08525 WP 010787006.1 DRVLGYE.. 461
NTDB id 1293 VP RS12240 WP 005479695.1 QRVLYF... 561
NTDB id 96 BSU 24730 NP 390353.1 DRWVYHEKD 356
NTDB id 412959 GTN31 RS06875 WP 164942281.1 EKFDL.... 323
NTDB id 30 MW RS08005 WP 000697220.1 DKYI..... 324
NTDB id 14 SA RS07775 WP 000697220.1 DKYI..... 324
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