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NTDB id 412503 GTH07 RS02340 WP 000649323.1 MKAYKNKLQQGFTLIELMIVVAVIGVLAAIAVPQYQNYVKKSEAAAAVATIRSLTTNIDTFMADTGNFPT.........D 71
NTDB id 1184 GTF74 RS02335 WP 000649326.1 MKAYKNKQQKGFTLIELMIVVAVIGVLAAIAIPQYQNYVKKSAIGVGLANITALKTNIEDYIATEGSFPA.........T 71
NTDB id 1167 A1552VC RS11065 WP 000649326.1 MKAYKNKQQKGFTLIELMIVVAVIGVLAAIAIPQYQNYVKKSAIGVGLANITALKTNIEDYIATEGSFPA.........T 71
NTDB id 1160 ABDM36 RS02330 WP 000649326.1 MKAYKNKQQKGFTLIELMIVVAVIGVLAAIAIPQYQNYVKKSAIGVGLANITALKTNIEDYIATEGSFPA.........T 71
NTDB id 1038 H0N27 RS01510 WP 000993725.1 .....MNAQKGFTLIELMIVVAIIGILAAIAIPQYQNYIAKSQVNSGFSEISSIKTGYENAVNEGAVPT..........K 65
NTDB id 1292 VP RS12235 WP 005479693.1 MKHSKQKKQQGFTLIELMIVVAIIGVLAAAAIPAYQNYVTRSEVTSGLATVKALITPAELHYQENG........IAAAAT 72
NTDB id 1192 PAKAF RS23870 WP 024947914.1 .....MKAQKGFTLIELMIVVAIIGILAAIAIPQYQNYVARSEGASALASVNPLKTTVEEALSRGWSVKSGTGTEDATKK 75
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LGAFVTDTASVADNAGMTAFSNTDSKRVLCGATTIVADTYELSDAGIKMDTGANDEFPGVKLIVFI SADTPELPTTAGDSGSTAAGPLDKTGLIGTLITKCFYNTLMTFGKDSGAADGNASPGFSKVANIVADKSGTSDGKSEIKLVI EKTQFMLTAKRSTDADTASTDNGAGLWKSTCLVTSPVSTPDTAQTVDPTETSAGQEVFI ILTALVPDKG

NTDB id 412503 GTH07 RS02340 WP 000649323.1 LTTLGAASNMNKLGTITLGTNEVKLVFS.............NTDS..AFASTDEVKMAKDATSGLWTCTVPT..GVTLKG 134
NTDB id 1184 GTF74 RS02335 WP 000649326.1 TA..GTAAGFTRLGTVEDMGDG.KIVIAPTASGALGGTIKYTFDA..GVVSSSKIQLAR.DANGLWTCSTTVTSEIAPKG 145
NTDB id 1167 A1552VC RS11065 WP 000649326.1 TA..GTAAGFTRLGTVEDMGDG.KIVIAPTASGALGGTIKYTFDA..GVVSSSKIQLAR.DANGLWTCSTTVTSEIAPKG 145
NTDB id 1160 ABDM36 RS02330 WP 000649326.1 TA..GTAAGFTRLGTVEDMGDG.KIVIAPTASGALGGTIKYTFDA..GVVSSSKIQLAR.DANGLWTCSTTVTSEIAPKG 145
NTDB id 1038 H0N27 RS01510 WP 000993725.1 LSDVGFTAATSSVCATYSIDAF......TETDGAGKIT..CTLKG.NPKIATKIVELTRS.TDGAWTCVSDVPTEFLPKG 135
NTDB id 1292 VP RS12235 WP 005479693.1 LAQLGVDVAANDLGAIDSA..........LAGGSPTLT..FTFDAD.SSIDGGILTFTRDAAT.GWSCLPTAP.AIAVDG 137
NTDB id 1192 PAKAF RS23870 WP 024947914.1 EVPLGVAADANKLGTIALK..P......DPADGTADITLTFTMGGAGPKNKGKIITLTRTAADGLWKCTSDQDEQFIPKG 147
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logo CSTKASGGTAPSTGTI ESNGASGI STGSLSGSGSGSGN
NTDB id 412503 GTH07 RS02340 WP 000649323.1 CTASGSGSGSGSGSGSGSGSGN 156
NTDB id 1184 GTF74 RS02335 WP 000649326.1 CTAGATIN.............. 153
NTDB id 1167 A1552VC RS11065 WP 000649326.1 CTAGATIN.............. 153
NTDB id 1160 ABDM36 RS02330 WP 000649326.1 CTAGATIN.............. 153
NTDB id 1038 H0N27 RS01510 WP 000993725.1 CTAGTPTEGAITSL........ 149
NTDB id 1292 VP RS12235 WP 005479693.1 CS.................... 139
NTDB id 1192 PAKAF RS23870 WP 024947914.1 CSK................... 150
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