
logo MKESLSYAKR IYKSQEYLASTLGTI EHYRSLFGGSYSLTVDGDTVFAMVASDNGELYLRACEQSAQYCVKQHNPSPVWLTFYI
KKCRGRPSLVTVLN

NTDB id 412059 F3114 RS15990 WP 071681457.1 MKELSYARIYKSQEYLASLGTIHYRSLFGGYSLTVGDTVFAMVANGELYLRACEQSAQYCVQNSPVWLTFIKRGRPLVLN 80
NTDB id 1428 BW25113 RS04975 WP 000839153.1 MKSLSYKRIYKSQEYLATLGTIEYRSLFGSYSLTVDDTVFAMVSDGELYLRACEQSAQYCVKHPPVWLTYKKCGRSVTLN 80
consensus !! !!! !!!!!!!!!!*!!!!*!!!!!! !!!!! !!!!!!! !!!!!!!!!!!!!!!! **!!!!!* !*!!** !!

logo YYQRVDNDEASLWQRNQLQKQLVRSLSKRYSLDAALVKEKQSSTRFNTQREHRLKRDELPNMS
TFHLEATI

LLGNEVGIKDEVGRAI LMR I
SLGAKQMCWLKRLRQNQN

NTDB id 412059 F3114 RS15990 WP 071681457.1 YYQVNDALWQNQQQLVSLSRYSLDAAVKEKQSRFTQHRLRELPNMTFHLETLLNEVGIKDEGIMRSLGAQMCWLKLRQNN 160
NTDB id 1428 BW25113 RS04975 WP 000839153.1 YYRVDESLWRNQLKLVRLSKYSLDAALKEKSTRNTRERLKDLPNMSFHLEAILGEVGIKDVRALRILGAKMCWLRLRQQN 160
consensus !! ! * !! !! !! !!*!!!!!!*!!! *! ! *!!**!!!!*!!!! *! !!!!!! *! !!! !!!!*!!!*!

logo

P
S
A
L
L
VTEVKI

VLFYAMLEGAI
V
G
IG IHEAALPAVATRRQELAVEWAVDSSLTPEKPQEGFYPAELE

NTDB id 412059 F3114 RS15990 WP 071681457.1 PALTVKVLYALEGAVGGIHEAALPATRRQELVEWVSSLTPEPGY..... 204
NTDB id 1428 BW25113 RS04975 WP 000839153.1 SLVTEKILFMLEGAIIGIHEAALPVARRQELAEWADSLTPKQEFPAELE 209
consensus * *! !*!* !!!!* !!!!!!!! !!!!! !! !!!! * ******

X non conserved

X similar

X ≥ 50% conserved


