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NTDB id 1045 H0N27 RS16330 WP 168727019.1 YGNMDIAIAALKAGAFDFVSKPVNQVHLDQLLQKALNRQKVEHDTTENALENKLLIGRSLPIQQLRIAIKKIARSQAPVFVTGES 170
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NTDB id 1473 PAKAF RS24000 WP 003094694.1 YGSLDTAIQALKAGAFDFLTKPVDLGRLRELVATALRLRNPEA...EEAPVDNRLLGESPPMRALRNQIGKLARSQAPVYISGES 165
consensus *!**!*!!*!!!!!!!!!**!!!****!**!***!!** ** * * ****!*!*!*!** !!**! !*!!!!!!!***!!!

logo GTSGKEVLVANRLVIHRELQSGNPRGISEGKRPF IVAP I
VNCGAIPSTDELMESELFFGHRKKGSFTGAHITQEDKPQGL IFLQSAAHQSNGGSTLFLDE I

VAEDLPMLSAMQVKLLRA
NTDB id 1045 H0N27 RS16330 WP 168727019.1 GTGKEVVANLVHRLSNRSEGPFIAINCGAIPTELMESELFGHKKGSFTGATQDKQGLILSAHGGSLFLDEIAELPLSMQVKLLRA 255
NTDB id 411930 N015 RS22420 WP 024685591.1 GSGKELVARLIHEQGPRGEKPFVPVNCGAIPTDLMESEFFGHRKGSFTGAHEDKPGLFQAAQNGTLFLDEVADLPLAMQVKLLRA 251
NTDB id 1473 PAKAF RS24000 WP 003094694.1 GSGKELVARLIHEQGPRIERPFVPVNCGAIPSELMESEFFGHKKGSFTGAIEDKQGLFQAASGGTLFLDEVADLPMAMQVKLLRA 250
consensus !*!!!*!!*!*!****! !*!!***!!!!!!**!!!!!*!!!*!!!!!!! *!!*!!***! *!*!!!!!*!*!!**!!!!!!!!

logo

V
IQEKAKSVIRAPSVGSGDQQE I

Q
V

A
D
VVDFVRVI ILSCASTHQKDLADSALVLEVAGRQAGKRFRQDLFYFYR I

L
H
NVMIDELCIRLVPSPLRERGREDVIDLPQLLAAENHIRFIV I

L
K
Q
K
R
I
L
C
A
A
G
M

D
E
N

S
T
W

E
G
T
LPPAKAQRL

NTDB id 1045 H0N27 RS16330 WP 168727019.1 VQEKKIRPVGSDQEIDVDFRVISASHQDLDLLVRQGKFRQDLFFRIHVMDLILPPLRERGEDVLLLANHFIQKICMEWETPPKQL 340
NTDB id 411930 N015 RS22420 WP 024685591.1 IQEKSIRSVGGQQEQVVDVRILCATHKDLSVEVAAGRFRQDLYYRLNVIELCVPSLRERREDIDQLAAIVLQRLAANSGLPAARL 336
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NTDB id 1045 H0N27 RS16330 WP 168727019.1 TEAAETYLLQQHFPGNVRELRNMIERAITLSEDATIDISHLHPAPLRANISNPFASAAQSIQTTVAAPQAVKKLPSEGLERYLEN 425
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NTDB id 1473 PAKAF RS24000 WP 003094694.1 TGDAQEKLKNYRFPGNVRELENMLERAYTLCEDDQIQPHDLRLADAPGA................SQEGAASLSEIDNLEDYLED 404
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