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NTDB id 41193 BCO26 RS09330 WP 013859781.1 MLQSRTRWRVPETDPEAAATISQQLNVSPLVSKLLVNRGITDVEEARSFLFHEGAEYHDPFLLHDMEKAAARIREAIKREEPVLV 85
NTDB id 354 BSU 27620 NP 390640.1 MLASKMRWEIQRPDQDKVKSLTEQLHITPLVASLLVKRGFDTAESARLFLHTKDADFYDPFEMKGMKEAADRIKQAISQQEKIMI 85
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NTDB id 41193 BCO26 RS09330 WP 013859781.1 FGDYDADGVTSTAIMMAVLNDLGARAEFYIPDRFKEGYGPNEAAFRRAAEEGFQLIITVDTGIAAVHEAEVARELGIPLIITDHH 170
NTDB id 354 BSU 27620 NP 390640.1 YGDYDADGVTSTSVMLHTLQKLSAQVDFYIPDRFKEGYGPNEQAFRSIKERGFSLIITVDTGIAAVHEAKVAKELGLDVIITDHH 170
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logo EPGPEVLPDEAVFRAIVHPKHQPEGCSTYPFKRELASGAVGVAFKLVAHALLYGEKLVPDEEQLELDELAAIGTI
VADLVPLHLDENRL IAATLNGI

L
E
KRLRRTTKNRLPG

NTDB id 41193 BCO26 RS09330 WP 013859781.1 EPGPVLPEAFAIVHPKHPESTYPFRELSGAGVAFKVAHALYGKVPEQLEELAAIGTVADLVPLLDENRLIAANGIKRLRTTKRPG 255
NTDB id 354 BSU 27620 NP 390640.1 EPGPELPDVRAIVHPKQPGCTYPFKELAGVGVAFKLAHALLGELPDELLDLAAIGTIADLVPLHDENRLIATLGLERLRRTNRLG 255
consensus !!!! !!* !!!!!!*! *!!!!*!! ! !!!!!*!!!! ! *!* ! *!!!!!!*!!!!!!*!!!!!!! !* !!! ! !*!

logo LAKAELCIKRCLASDGGIDR I
Q
E
GEAINEETI

VGFQVLAPRLNAAVGR I
L
E
Q
H
QADTPAAVEHLLMS

TEDNASEFEAEGEMLAAEETIDGQLNKERQKI
MVNSEKMTDNEAI EMVEEQEQGV

NTDB id 41193 BCO26 RS09330 WP 013859781.1 LAALCRCADIRQEEINEETIGFVLAPRLNAAGRLQHATPAAELLMTENAEEAGMLAETIDGLNKERQKIVNEMTNEAIEMVEEEV 340
NTDB id 354 BSU 27620 NP 390640.1 LKELIKLSGGDIGEANEETVGFQLAPRLNAVGRIEQADPAVHLLMSEDSFEAEELAAEIDQLNKERQKMVSKMTDEAIEMVEQQG 340
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NTDB id 41193 BCO26 RS09330 WP 013859781.1 EKGARVLVVGKEGWNAGVIGIAASRLTERFYRPAIVLSFDPETGLAKGSARSIDGFHMFNELSKCRDILPHFGGHPMAAGMTLSL 425
NTDB id 354 BSU 27620 NP 390640.1 L.DQTAIVVAKAGWNPGVVGIVASKLVDRFYRPAIVLGIDEEKGIAKGSARSIRGFNLFESLSECRDILPHFGGHPMAAGMTLKA 424
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NTDB id 41193 BCO26 RS09330 WP 013859781.1 SDVDELRRRLNEQAA.ALPDEMFVPVTNISAEISIEEAGMEAIREMALLSPFGTANPKPLLLLDGAYCPQIRAIGADGKHLKLAL 509
NTDB id 354 BSU 27620 NP 390640.1 EDVPDLRSRLNEIADNTLTEEDFIPVQEVDLVCGVEDITVESIAEMNMLSPFGMLNPKPHVLVENAVLEDVRKIGANKTHVKMTI 509
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NTDB id 41193 BCO26 RS09330 WP 013859781.1 SKNGTTLDGVGFGLGNLTPHISPSACISVVGELSINEWNNIRKPQMMVKDIKITNWQLFDFRGNRPLKQWVGHVPEDGQAFVVFQ 594
NTDB id 354 BSU 27620 NP 390640.1 RNESSQLDCVGFNKGELQEGIVPGSRISIVGEMSINEWNNRKKPQLMIKDAAVSEWQLFDLRGKRTWEDTVSALPSAKRAIVSFK 594
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MAARLLEGGKAPAER IYAF IYFLYHNAHEGDNHFFLSTFPATRDEHFKWFYYA
NTDB id 41193 BCO26 RS09330 WP 013859781.1 KETLRKLSLPDFSVRLVPVATMEEARAFDPANKNIVFLDLPPGPKMMAALLEGGAPARIYAYFYHAGNHFFSTFPTREHFKWFYA 679
NTDB id 354 BSU 27620 NP 390640.1 EDSTTLLQTEDLRREVHVISSKDQAKAFDLDGAYIVLLDPPPSLDMLARLLEGKAPERIYFIFLNHEDHFLSTFPARDHFKWYYA 679
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LSLVKVASAGAKKQKRDLKTDESFQTYQAKKLQAQLQMYEQLMDEKQDKLLNYSSAFEHE
NTDB id 41193 BCO26 RS09330 WP 013859781.1 FLAKRKTFNLKRHGDELAAYRGWSRNTIDFISQVFFELDFVTIKDGFISLKAAKQKRDLKESFTYQKKLAQYQMEKDLLYSSFHE 764
NTDB id 354 BSU 27620 NP 390640.1 FLLKRGAFDVKKHGSELAKHKGWSVETINFMTKVFFDLGFVKIENGVLSVVSGAKKRDLTDSQTYQAKQQLMELDQKLNYSSAEE 764
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MKPQADSVEQAYEYEESTARKRTWI

NTDB id 41193 BCO26 RS09330 WP 013859781.1 LKMWFDRMIKPAVQYEEETAKWI 787
NTDB id 354 BSU 27620 NP 390640.1 LKEWLNKLMKQDSEAYESTRRT. 786
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