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NTDB id 411929 N015 RS22415 WP 032622576.1 NPIMVPRSISTSAIGPVLQPSFAALNRGDQRQTLIFLEDLSQIAQQAQQLKLAALGRLTAGIAHEIRNPLGAVSHAAQLLNESEE 340
NTDB id 1472 PAKAF RS23995 WP 016253893.1 NPSLRPPTLKVVPDGPTVQPSFISLNREDDQHVLIFLEDISQIAQQAQQMKLAGLGRLTAGIAHEIRNPLGAISHAAQLLQESEE 340
consensus !! * !*** * !! *!!!! !!! ! * !!!!!!*!!!!!!!!!*!!!*!!!!!!!!!!!!!!!!!!*!!!!!!!*!!!!

logo LDTAPDRRLGTQI IHQDQSKRR I
MNLVVI ENVLQLSRRREQAEHPEQLQLDLKREQWLDQRTFVDTDEFYPRGTRSALARNPDQSEQLHI

L
D
Q
I
LGASGDMI

L
Q
TTRMDPEHQLNTQVLV
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