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MVEWRQFFKGVVTM
VWELVKASGGWI

MMLP I I LCSS IAAALGI I IVERLWTLRAPSR I
VTPPHLLGQVWKQWIKQDEHKKQLDSNDQKLKEQLRADSPLGE

NTDB id 411921 N015 RS08670 WP 080265964.1 MVEWRQFFKGVVTVWELVKSGGWMMLPIILSSIAAAGIIIERLWTLRASRITPPHLLGQVWQWIQEHKLDNDKLKQLRADSPLGE 85
NTDB id 1200 PSJM300 12655 AFN78593.1 .............MWELVKAGGWIMLPIILCSIAALGIIVERLWTLRPSRVTPPHLLGQVWKWIKDKQLSNQKLKELRADSPLGE 72
consensus **************!!!!! !!!*!!!!!!*!!!! !!!*!!!!!!!*!!*!!!!!!!!!! !! ** ! ! !!! !!!!!!!!!

logo I LAAGLANSKHRGRE IMKEC I EEAAARVI
VHDLERYLNSALGSTIAAGI

MAPLLGLLGTVLGMIDE I FGSASFMNGSSGAMTANAGPLVLAGGI SKAL I
NTDB id 411921 N015 RS08670 WP 080265964.1 ILAAGLANSKHGREIMKECIEEAAARVIHDLERYLSALGSIAAMAPLLGLLGTVLGMIDIFGSFNSSGATANAGVLAGGISKALI 170
NTDB id 1200 PSJM300 12655 AFN78593.1 ILAAGLANSKRGREIMKECIEEAAARVVHDLERYLNALGTIAGIAPLLGLLGTVLGMIEIFSAFMGSGM.ANAPLLAGGISKALI 156
consensus !!!!!!!!!!*!!!!!!!!!!!!!!!!*!!!!!!! !!!*!!**!!!!!!!!!!!!!!*!! ! !! *!!!**!!!!!!!!!!

logo

C
TTAASGL IMVAGIPAI

LFFHRFLLQRSRVDELVVGMEQEQAIKRLVEVVQGDRDVDLGIDEAGKRAVDLKSLAKAGGSKKK
NTDB id 411921 N015 RS08670 WP 080265964.1 CTASGLIVAIPAIFFHRFLQSRVDELVVGMEQQAIRLVEVVQGDRDVDLIDARVDLKSLAKAGGSKKK 238
NTDB id 1200 PSJM300 12655 AFN78593.1 TTAAGLMVGIPALFFHRFLLRRVDELVVGMEQEAIKLVEVVQGDRDVDLGEGKA.............. 210
consensus *!! !!*!*!!!*!!!!!! !!!!!!!!!!! !!*!!!!!!!!!!!!! *** **************
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