
logo

MSVLTIGDKRLGAALLDAGLLTDEELQRALERHREVGGSLAEVLVDMGLLSERR IAQTI EDRFGIPLVELHRVE IPPKVK

NTDB id 1028 TT RS08215 WP 011173991.1 MSVLTIGDKRLGAALLDAGLLTDEELQRALERHREVGGSLAEVLVDMGLLSERRIAQTIEDRFGIPLVELHRVEIPPKVK 80
NTDB id 1110 NGFG RS09235 WP 003689817.1 ................................................................................ 0
NTDB id 1168 A1552VC RS11070 WP 000957200.1 ................................................................................ 0
NTDB id 1293 VP RS12240 WP 005479695.1 ................................................................................ 0
NTDB id 1401 DSB67 RS12665 WP 010643259.1 ................................................................................ 0
NTDB id 1251 GCO85 RS07725 WP 011946523.1 ................................................................................ 0
NTDB id 411891 PMA4326 RS04115 WP 007251660.1 ................................................................................ 0
NTDB id 1058 ABD1 RS01615 WP 001274986.1 ................................................................................ 0
NTDB id 1018 ACIAD RS01685 WP 004920473.1 ................................................................................ 0
consensus

logo

ALLPAEKAKELKAIPFALDEEAGVVRVAFLNPLDTLSLEEVEDLTGLVVEPYQTTKSAFLYALAKHYPELGLPVPPPPSG

NTDB id 1028 TT RS08215 WP 011173991.1 ALLPAEKAKELKAIPFALDEEAGVVRVAFLNPLDTLSLEEVEDLTGLVVEPYQTTKSAFLYALAKHYPELGLPVPPPPSG 160
NTDB id 1110 NGFG RS09235 WP 003689817.1 ................................................................................ 0
NTDB id 1168 A1552VC RS11070 WP 000957200.1 ................................................................................ 0
NTDB id 1293 VP RS12240 WP 005479695.1 ................................................................................ 0
NTDB id 1401 DSB67 RS12665 WP 010643259.1 ................................................................................ 0
NTDB id 1251 GCO85 RS07725 WP 011946523.1 ................................................................................ 0
NTDB id 411891 PMA4326 RS04115 WP 007251660.1 ................................................................................ 0
NTDB id 1058 ABD1 RS01615 WP 001274986.1 ................................................................................ 0
NTDB id 1018 ACIAD RS01685 WP 004920473.1 ................................................................................ 0
consensus

logo

EGQKDLKLGELLLQKGWI SREALEEALVEQEKTGDLLGR I LVRKGLPEEALYRALAEQKGLEFLESTEGIVPDPSAALLL

NTDB id 1028 TT RS08215 WP 011173991.1 EGQKDLKLGELLLQKGWISREALEEALVEQEKTGDLLGRILVRKGLPEEALYRALAEQKGLEFLESTEGIVPDPSAALLL 240
NTDB id 1110 NGFG RS09235 WP 003689817.1 ................................................................................ 0
NTDB id 1168 A1552VC RS11070 WP 000957200.1 ................................................................................ 0
NTDB id 1293 VP RS12240 WP 005479695.1 ................................................................................ 0
NTDB id 1401 DSB67 RS12665 WP 010643259.1 ................................................................................ 0
NTDB id 1251 GCO85 RS07725 WP 011946523.1 ................................................................................ 0
NTDB id 411891 PMA4326 RS04115 WP 007251660.1 ................................................................................ 0
NTDB id 1058 ABD1 RS01615 WP 001274986.1 ................................................................................ 0
NTDB id 1018 ACIAD RS01685 WP 004920473.1 ................................................................................ 0
consensus

logo

LRSDALRYGAVP IGFQNGEVEVVLSDPRHKEAVAQLLNRPARFYLALPQAWEELFRRAYPQKNRLGEVLVQEGKLSREAL

NTDB id 1028 TT RS08215 WP 011173991.1 LRSDALRYGAVPIGFQNGEVEVVLSDPRHKEAVAQLLNRPARFYLALPQAWEELFRRAYPQKNRLGEVLVQEGKLSREAL 320
NTDB id 1110 NGFG RS09235 WP 003689817.1 ................................................................................ 0
NTDB id 1168 A1552VC RS11070 WP 000957200.1 ................................................................................ 0
NTDB id 1293 VP RS12240 WP 005479695.1 ................................................................................ 0
NTDB id 1401 DSB67 RS12665 WP 010643259.1 ................................................................................ 0
NTDB id 1251 GCO85 RS07725 WP 011946523.1 ................................................................................ 0
NTDB id 411891 PMA4326 RS04115 WP 007251660.1 ................................................................................ 0
NTDB id 1058 ABD1 RS01615 WP 001274986.1 ................................................................................ 0
NTDB id 1018 ACIAD RS01685 WP 004920473.1 ................................................................................ 0
consensus



logo

KEAL
M
A
E
S
L
V
A
A
F
L
Q

H
K
M
T
E
G
T
D
E
L
P
S

V
Y
P
V
K
R
M
A
H
S
F
L
K
Q
V
S
T
P
N
G
I
F
L
A
F
I
L
V
G
S

A
E
K
Q
T
R

L
Q
V
R
I LRVLEQKLNAEQEKGHIVYLAIVLDNRSTEKPVFAAQESTDKNTVQVMAE I

E
Q
A
H
T
E
Q
S

V
Y
L
A
H
I
V
Y
L
D
K
N
T
Q
E

A
E
L
K
Q
Q
S
V
A
A
Q
S
R
K
K
R
A
D
E
F
G
A
S

K
G
G
K
T
Q
I
E
R
D
S
I
T
M
V
L

E
L
P
V

A
D
Q
S
P
E

M
T
A
Y
I
L
F
I
L
V

D
K
L
Q
E
S

D
E
L
N
S

F
S
V
K
G
H
K
L
S
V
F
I

V
I
F
L

H
K
Q
R
T
S
A
S
P
H
K
Q
E
L
S

A
L
Q
S
T
E

I
L
T
A
A
L
Q
E
A
I
L
M
Q
H
T

V
A
I
L

A
S
A
D
H
L
Q
R
T
S

N
E
I
Q
V

L
F
A
S
G
E
V
Y
L

S
P
C
E
F
I
L
M
Q
Y

F
M
P
V
T
L

E
S
D
I
P
L
A
D
E
G
R
N
S

E
H
R
C
Q
V

D
F
I
L
Y
E
P
D
T
V
P
R
Y

NTDB id 1028 TT RS08215 WP 011173991.1 KEALEVQKGLPRAKPLGEILVELGLARPEDVEEALQKQRRGGGRLEDTLVQSGKLRPEALAQAVATQLGYPYVDPEEDPP 400
NTDB id 1110 NGFG RS09235 WP 003689817.1 ...........MSVGLLRILVQNQVVTVEQAEHYYNESQ.AGKEVLPMLFSDGVISPKSLAALIARVFSYSILDLRHYPR 68
NTDB id 1168 A1552VC RS11070 WP 000957200.1 ...........MLTNLVAILRQAELISATQEQAVVTQVSASGTSVPEALLELSIFHAQELTEQLSHIFGLPETDLSRYDY 69
NTDB id 1293 VP RS12240 WP 005479695.1 ...........MHSNLSTILRQKGLLTFSQEESLIEQVKASGISMPEALLSSGFFTSSELAEHLSSIFGLSQPELSQYEY 69
NTDB id 1401 DSB67 RS12665 WP 010643259.1 ...........MLTNLSTVLRQAGILTFSQEESLLEQVKASGISMPEALLSSGFFQSHELTEHLSSVFGLSCTSLNQYEY 69
NTDB id 1251 GCO85 RS07725 WP 011946523.1 ...MALATEEYRLQGIGQLLVLEKLLDKTKAIELHKLAAAEKISLLQYIVKNKILSAEQIALTAAQNFGVPMLDINCIDV 77
NTDB id 411891 PMA4326 RS04115 WP 007251660.1 .......MTDVVLTGLAKQLVLAELLTETVAQQAYQQARRDKISLVSYLVLNKLVKSLTLAEMASDQFGVPFMDLACLDR 73
NTDB id 1058 ABD1 RS01615 WP 001274986.1 ...MSALHTSPKFTGFFRRLVEEKHVSAATMQTALDAAKRAKQDTVAYLIEEVHLSPSLLAETISAEFAEPYFDLDVYDT 77
NTDB id 1018 ACIAD RS01685 WP 004920473.1 ...MSAFTTPPKFSGFIRRLVEEGYVNAQNMQQALEKAKKFKQDIVPYLIDNFSISPLTIAEIISLEFGEPLLDLGVFDP 77
consensus * *** *!* *** ** * * * *** ** ** *** ** **** *** **

logo

D
E
G
H
S
A
L
N
P
Q
R
T
S

F
G
Q
V
I
L

A
L
C
P

M
P
V
K
Q

L
N
T
D
G
Q

K
V
L
I
L
G
V

N
P
S
T
D
L

Q
R
E
D
E
K
Q
L
C
M
V
I
K
L
Q
V
R
T

E
Q
K
R
F
Y
H
A
D
G
H
N
R

C
M
V
I
A
F
M
V
LPHIVLAHINRVWFHKLQSREQTRPSGDHQTSNI

L
N
R
V
K
T

V
L
I
V
F
L
Y

F
I
V
L
L
A
I
M
T
V
D
K
A
S
N
DPRSTKLQNHMLQIALPEQQSAMVILEEKQTDKAEDTVFIVQRLSFHSNAALSTKGRKGLNI

Y
L
A
E
K
L
N
Q

T
V
A
H
E
A
P
L
A
I
V
V
I
L
A
V
T
D
E
E
T
D
F
H

A
H
R
D
Q
A
E
K
I
L
A
Q
E
S
T

G
R
K
T
A

V
A
L
L
I
E
G
S
D
R

E
N
Q
W
R
V
F
H
L
G
L
F
Y
A
D
S
T
V
G
A
K
S
E
R
A
D
K
E
S
I
E
L
S
T

H
L
Q
G
S

NTDB id 1028 TT RS08215 WP 011173991.1 DPGAPLLLPEDLCRRYGVFPHRLEGNRLVLLMKDPRNILALDDVRLALKRKGLNYEVAPAVATEAAITKLIERFYGKAEL 480
NTDB id 1110 NGFG RS09235 WP 003689817.1 HRVLMGVLTEEQMVEFHCVPVFRRGDKVFFAVSDPTQMPQIQKTVSAAG.....IAVELVIVEDDQLAGLLDWVGSRSTS 143
NTDB id 1168 A1552VC RS11070 WP 000957200.1 ANLCQQLGLRELITRYDALPIAKQGNLLLLAVSDPTLLQAEEEFRFATG.....LQVELALADHRALQAAIRRLYGRSIQ 144
NTDB id 1293 VP RS12240 WP 005479695.1 ASLCQQLGLRELITRHNALPLHRTPSTLLLAVADPTNQQAEDDFRFATG.....LQVELVLADFRELSTAIRRLYGRSLS 144
NTDB id 1401 DSB67 RS12665 WP 010643259.1 ASLCQTLGLRDLITRHNALPLNRTSSTLILAVADPTNLQAEDDFRFATG.....LQVELVLADFRELTAAIRRLYGRSLG 144
NTDB id 1251 GCO85 RS07725 WP 011946523.1 GTIPVNLVNEKLIKRHAMVPLFSRGTNLYLATDDPSKQASLKEIQFHTG.....LNTHAIVVETDKLSALIDNLLTAKES 152
NTDB id 411891 PMA4326 RS04115 WP 007251660.1 ESQPKGLVSEKLVRQHHALPLWRRGNKLFIAISDPTNHQAVTDIQFSTG.....LNTEAILVEDDKLTTAIDRFFDSDSG 148
NTDB id 1058 ABD1 RS01615 WP 001274986.1 SQIPKDLVDQKLILKHRILPLIQRGQILYVATSNPSNIEAIDAIRFNSK.....LLVEPVIVEHHKLEKVLGQHFAEESS 152
NTDB id 1018 ACIAD RS01685 WP 004920473.1 ALFLKDKIDEKLIQKYRIMPLVHRGHVLYVATSNPTNIEAMDAIRFNSK.....LKVEPIIVEHDKLERLLSEHFVEETH 152
consensus * * ** **** ** *!* *** *******!*** ********** **** **** ** ** *****

logo

G
H
S
F
L
Q

A
D
L
N
G
E

A
I
L
Q
F
K

A
D
E
N
S

D
E
K
Q
T
G
L

Y
G
L
E
D
F
V
E
K

A
F
G
L
V
E
K
Q
I
D
E
N
S
G
Q
E
D
L
E
E
LDGAGNSLVDNELLIVEKSDAGIPVDEHPSDEKGSTQTADEAKQSDDHQEELITDDILQSEELSVYDNAPTEIASTDEANPQTDEKNPSLDLQVESGKLTAQEDDEGASAPAIVPQSVKRYFVIHKNQKMTLVI ILMRSILEDAFLVI LRLSMQKDSGSASDLIHI

FEFPRYQEHRNKDEINQMSAFVYQRI
VRFYLR I

Q
T
C
VDGAQVI LVHIRLPQEYTIV

NTDB id 1028 TT RS08215 WP 011173991.1 SEIAKEFAK............KQAEEEVPSPLELDESAAQKFVKQVIREAFLQDASDIHIEPRQNDVQVRLRIDGALRPY 548
NTDB id 1110 NGFG RS09235 WP 003689817.1 LLQELGEGQE..........EEESHTLYIDNEEAEDGPVPRFIHKTLSDALRSGASDIHFEFYEHNARIRFRVDGQLREV 213
NTDB id 1168 A1552VC RS11070 WP 000957200.1 GAANQGKEISQDELANLVKV.SDDELQSIEDLSQDDSPVSRFINQVLLDAVRKGASDIHFEPYENQYRIRLRCDGILVET 223
NTDB id 1293 VP RS12240 WP 005479695.1 HEKSGLKEINQEELASLVDV.GADEIDNIEDLSQDESPVSRYINQILLDAVRKGASDIHFEPYEKMYRVRLRCDGILIET 223
NTDB id 1401 DSB67 RS12665 WP 010643259.1 QEKSGLKEINQDELAGLVDI.GEDEIENIEDLSQDESPVSRYINQILLDAVRKGASDIHFEPYENMYRVRLRCDGILIEI 223
NTDB id 1251 GCO85 RS07725 WP 011946523.1 QGLSEYVEDSGDLEGLEISADDEDQDIDTATSVTDDAPIVKFVNKILLDAIRQGASDIHFEPYEREYRIRYRQDGILHEV 232
NTDB id 411891 PMA4326 RS04115 WP 007251660.1 LG.NLEDVD....LGLDIEPSSDKETSLATQNDADDAPVVRFVNKMLMDAIRLGSSDLHFEPYEKIFRVRLRTDGILHEV 223
NTDB id 1058 ABD1 RS01615 WP 001274986.1 FDFNDEEFD....LDVNLDGPTAQED.EEEAPQGDEAPIVKYINKLLIDAIRMGASDLHFEPYEKSYRVRYRVDGVLRQI 227
NTDB id 1018 ACIAD RS01685 WP 004920473.1 FNFDTEELD....LDVEVDPHTTDDD.DEDDKLKDEAPIVKYINKLLIDAIRMSASDLHFEPYEKSYRVRYRVDGVLRLI 227
consensus ** ** *** * ***** *********!** **!!*!*!**** ***!*! !!*! **

logo

S
V
Q
A
N
R
T
Q
L
P
A
P
A
K
N
I
L
S

A
G
S
Q
H
A
V
L
L
R
A
S
G
S
T
N
R

A
Q
R
V
I
L
I
T
S
A
S
A
V
R
V
L
IKI

V
L
M
A
G
S
G
N
R
S
Q
K

M
L
N
DIASEKRRKIVLPQDGGRFMVIQRKMYLTRKFIMVLQNSERQKGAGTDS IRTKDPTAVIDLMFRLMVNSSTCLPTSVLAYWFGEKALVIVMLRVILLKNDKPSDGTASASDAAIKNQMSMPLENDGINEDDQKALGFYANSE

NTDB id 1028 TT RS08215 WP 011173991.1 STLPKGALNAVISVVKIMGGLNIAEKRLPQDGRVRYR..EGAIDVDLRLSTLPTVYGEKAVMRLLKKASDIPEIEDLGFA 626
NTDB id 1110 NGFG RS09235 WP 003689817.1 VQPPIAVRGQLASRIKVMSRLDISEKRIPQDGRMQLTFQKGGKPVDFRVSTLPTLFGEKVVMRILNSDAASLNIDQLGFE 293
NTDB id 1168 A1552VC RS11070 WP 000957200.1 QQPASHLSRRLAARIKILSKLDIAERRLPQDGRIKLRLSR.DTAIDMRVSTLPTLWGEKIVLRLLDSSAANLDIDKLGYN 302
NTDB id 1293 VP RS12240 WP 005479695.1 QQPPNHLSRRLSARIKILSKLDIAERRLPQDGRIKLKLNQ.DTAIDMRVSTLPTLFGEKIVLRLLDSSSASLDIDKLGYS 302
NTDB id 1401 DSB67 RS12665 WP 010643259.1 QQPPSHLSRRLSARIKILSKLDIAERRLPQDGRIKLKLNQ.DTAIDMRVSTLPTLFGEKIVLRLLDSSSAALDINKLGYS 302
NTDB id 1251 GCO85 RS07725 WP 011946523.1 ATPPASLSSRITARIKVMSNLDISERRIPQDGGFKMKISK.SRAIDFRVSTCPTSAGEKVVMRVLDSGAAKLGIEALGFN 311
NTDB id 411891 PMA4326 RS04115 WP 007251660.1 ARPPIHLANRIAARLKVMASLDISERRKPQDGRVKLRVSK.TKAIDFRMNTLPTLWGEKIVMRILDPTSAQMGIDALGYE 302
NTDB id 1058 ABD1 RS01615 WP 001274986.1 ANPPLQLANRLASRLKVMSQMDISEKRVPQDGRIKLKLSK.SKAIDFRVNSLPTLFGEKLVLRILDPSSAMLGIDALGYE 306
NTDB id 1018 ACIAD RS01685 WP 004920473.1 ATPPLQLATRLASRLKVMSQMDISEKRVPQDGRIKLKMSK.SKTIDFRVNSLPTLFGEKIVLRILDPASAMLGIDALGYE 306
consensus *** * ******!*** **!*!*!*!!!!******** ***!*!****!!**!!!*!*!*!***** * !* !!*



logo

D
E
P
D
F
G
S
V
E
Q

V

Q
F
R
K
E
K
T
A
Q

N
R
L
L
F
Y
K
M
L
D
K
N
E
V
AI
L
D
H
N
Q
S
K
R

L
K
RPYQGI

M
F
V
L
I L IMVTGPTGSGKSTFVTSTLFYSTACIGLKRSNRI ILANKTI

S
V
E
P

H
Q
D
S
E

A
K
S
V
INTIAQSTI

AEDPAVEYI EKYNI
V
L
S
E
PGVINQTVQNI

VQNDPQRKAQVIGFLDGTFSAGQRAEALKRASF
NTDB id 1028 TT RS08215 WP 011173991.1 PGVFERFKEVISKPYGIFLITGPTGSGKSFTTFSILKRIATPDKNTQTIEDPVEYEIPGINQTQVNPQAGLTFARALRAF 706
NTDB id 1110 NGFG RS09235 WP 003689817.1 PFQKKLLLEAIHRPYGMVLVTGPTGSGKTVSLYTCLNILNTESVNIATAEDPAEINLPGINQVNVNDKQGLTFAAALKSF 373
NTDB id 1168 A1552VC RS11070 WP 000957200.1 PQQKQLYLNALKRPQGMILMTGPTGSGKTVSLYTGLRILNTSQINISTAEDPVEINLSGINQVQVQPKIGFGFAEALRSF 382
NTDB id 1293 VP RS12240 WP 005479695.1 EQQKQLYLEALRRPQGMILMTGPTGSGKTVSLYTGLNILNKPEINISTAEDPVEINLSGINQVQVQPKIGFGFAEALRSF 382
NTDB id 1401 DSB67 RS12665 WP 010643259.1 DSQKQLYLDALRRPQGMILMTGPTGSGKTVSLYTGLSILNKPEINISTAEDPVEIYLPGINQVQVQPKIGFGFAEALRSF 382
NTDB id 1251 GCO85 RS07725 WP 011946523.1 PVQRTNFLKAIQRPQGMILVTGPTGSGKTVTLYTALNILNTIEVNISTAEDPVEIKVPGINQVNINPKAGLTFSGALRSF 391
NTDB id 411891 PMA4326 RS04115 WP 007251660.1 PEQKALYLEALKLPQGMILVTGPTGSGKTVSLYTGLNILNTVDINISTAEDPVEINLEGINQVNVNPRQGLDFSQALRAF 382
NTDB id 1058 ABD1 RS01615 WP 001274986.1 EDQKALFMEALDKPQGMLLITGPTGSGKTVSLYTGLNILNTESSNISTAEDPVEINLEGINQVNVNPKVGLTFAAALKSF 386
NTDB id 1018 ACIAD RS01685 WP 004920473.1 PEQKALFMEALNKPQGMLLITGPTGSGKTVSLYTGLNILNTEHANISTAEDPVEINLEGVNQVNVNPKVGLTFAAALRSF 386
consensus * ** ****** *!*!**!*!!!!!!!!*******!***** **!**!*!!!*!*** !*!!*******!**!* !!**!

logo LRQDPDVIVIMVGE IRDSLDETADKE IATVI EKASALQTGHMLVFIMLASTLHTNDNSAPAAQEATI
V
L
N
S
I
TRMLADHLVRSEHNMGI

V
P
A
E
A
T
P
SFNLI SAATSAS ILV I

T
N
S
G
LVI LMI SAQRLLVARKRVLCEKNPSSYHQCRKAKRVIQ

NTDB id 1028 TT RS08215 WP 011173991.1 LRQDPDIIMVGEIRDSETAKIATEAALTGHLVIATLHTNDAAQAITRLDEMGVEPFNISAALIGVLSQRLVRRVCEHCKV 786
NTDB id 1110 NGFG RS09235 WP 003689817.1 LRQDPDIIMVGEIRDLETADIAIKAAQTGHMVFSTLHTNNAPATLSRMLNMGVAPFNIASSVSLIMAQRLLRRLCSSCKQ 453
NTDB id 1168 A1552VC RS11070 WP 000957200.1 LRQDPDVVMVGEIRDLETAEIAVKAAQTGHLVLSTLHTNSAAETVIRLANMGVEPFNLASSLSLIIAQRLARRLCKHCKI 462
NTDB id 1293 VP RS12240 WP 005479695.1 LRQDPDVVMVGEIRDLDTAEIAIKASQTGHLVLSTLHTNSAAETIIRLSNMGVESFNLASSLSLIIAQRLARKLCPYCKQ 462
NTDB id 1401 DSB67 RS12665 WP 010643259.1 LRQDPDVVMVGEIRDLDTAEIAIKASQTGHLVLSTLHTNSAAETVIRLSNMGVESFNLASSLSLIIAQRLARKLCPYCRQ 462
NTDB id 1251 GCO85 RS07725 WP 011946523.1 LRQDPDIIMVGEIRDLETAEIAIKAAQTGHLVLSTLHTNSAAETLNRLVNMGIPTFNIASSVTLIIAQRLARKLCNQCKA 471
NTDB id 411891 PMA4326 RS04115 WP 007251660.1 LRQDPDVIMVGEIRDLETAEIAIKASQTGHMVLSTLHTNSAAETLTRLHHMGVAAFNIATAINLIIAQRLARKLCSHCKK 462
NTDB id 1058 ABD1 RS01615 WP 001274986.1 LRQDPDIIMVGEIRDLETAEIAIKAAQTGHMVMSTLHTNSAPETLTRLRNMGVPSFNIATSVNLVIAQRLARRLCSQCKI 466
NTDB id 1018 ACIAD RS01685 WP 004920473.1 LRQDPDIIMVGEIRDLETAEIAIKAAQTGHLVMSTLHTNNAAETLTRLRNMGVASFNIATSVNLVIAQRLARRLCSQCKR 466
consensus !!!!!!**!!!!!!!**!!*!!**!**!!!*!**!!!!!*!*****!* *!!* *!!**********!!!*!**! !*

logo

A
V
E
P
A
I
L
R
Q
V

D
K
R
E
H
Q
R
D
P

F
P
V
I
D
N
S
T
P

E
H
K
N
P
S
V
A

L
R
S
E
Q
A
G
S
T
L

Q
L
K
R
S
I
L
Q

K
Q
R
H
E
E
F
I
V
M
L

A
G
L
I
F
A
K
P
S
Q
T

D
N
T
P
E
N
Q
E
T
A

K
E
D
N
Q
I
L
AHQGKQVPEGNTDAWIL

F

Q
Y
F
R
K

E
Q
R
V
I
L

F
A
Y
E
G
Q
R
K
N

G
A
P
A
M
D
VGCDHLENDHQRECGNRTSEHGQTGYRSKGRAYTVAGLVI FHYELVVLMARVPKKMIVFNSDTADKTPESEMILAEGQRSHQKRELVIALIVIMANQSKEENRDGKAGTNSEISVATVHLDGQELIKSALEDEARKAIQTVLMSAKQYEIRRSTAKDKELNGFMKLSVQN

NTDB id 1028 TT RS08215 WP 011173991.1 EVKP.DPETLRRLGLSEAEI..QGARLYKGMGCERCGGTGYKGRYAIHELLVVDDEIRHAIVAGKSATEIKEIARRKGMK 863
NTDB id 1110 NGFG RS09235 WP 003689817.1 EVERPSASALKEVGFTDEDLA.KDWKLYRAVGCDRCRGQGYKGRAGVYEVMPISEEMQRVIMNNGTEVGILDVAYKEGMV 532
NTDB id 1168 A1552VC RS11070 WP 000957200.1 AVRP.SALLQSQFAFQPNEI....LYEANAAGCNECTG.GYSGRVGIYEVMAFNTELAEAIMQRASIHQIERLAKANGMQ 536
NTDB id 1293 VP RS12240 WP 005479695.1 PQEH.TVQL.QHLGIQTTDN....IFRANPDGCNECTH.GYSGRTGIYEVMRFDESLSEALIKGASVHELEKLAIANGMS 535
NTDB id 1401 DSB67 RS12665 WP 010643259.1 PQEP.NSQL.QHIGIANTEQ....IFQANPDGCNECTH.GYSGRTGIYEVMKFDESLSEALIKGASVHELEKLAIANGMQ 535
NTDB id 1251 GCO85 RS07725 WP 011946523.1 VRDDFTNQGLIELGFKEADL..VNLKLYKAVGCEQCTS.GYRGRVGLFEVLPMTKELGQLIMSGGNSLDILKLAQSEGML 548
NTDB id 411891 PMA4326 RS04115 WP 007251660.1 EL.DIPHETLIKEGFPEAKI..GTFKIYGPVGCEHCNG.GYRGRVGIYEVVKKTAELERIIMEEGNSLEISRQMRKDGFN 538
NTDB id 1058 ABD1 RS01615 WP 001274986.1 PA.DIPKQSLLEMGFTEQDLAHPDFRVFQPVGCLECRE.GYKGRVGIYEVMKVTPEISKIIMEDGNALEIAAASEKLGFN 544
NTDB id 1018 ACIAD RS01685 WP 004920473.1 PI.QVPERSLLEMGFTPEDLAQPEFQIFEPVGCHDCRE.GYKGRVGIYEVMKITPEISKIIMEDGNALEIAATAETLGFN 544
consensus * * *** * ** *** **!! *! !!*!!****!***** ** *** ** *** *** !**

logo

D
N
T
I
L
F
Q
R
Q
T
E
M
R

A
D
SGI

L
L
S
Y
K
EKI

A
L
V

L
R
K
M
E
QGVITTS IFLARSQEE I

L
V
L
T
Q
N
A
R
N
R
VLTI

K
N
V
S
Y

D
E
F

NTDB id 1028 TT RS08215 WP 011173991.1 TLREDGLYKALQGITTLEEVLARTIE 889
NTDB id 1110 NGFG RS09235 WP 003689817.1 DLRRAGILKIMQGITSLEEVTANTND 558
NTDB id 1168 A1552VC RS11070 WP 000957200.1 TLQESGLEKLREGITSFAELQRVLYF 562
NTDB id 1293 VP RS12240 WP 005479695.1 TLQMSGIEKLKQGITSFSELQRVLYF 561
NTDB id 1401 DSB67 RS12665 WP 010643259.1 TLQMSGIEKLKQGITSFRELQRVLYF 561
NTDB id 1251 GCO85 RS07725 WP 011946523.1 TIFQSGIEKVKEGITTIEEVNRVTVD 574
NTDB id 411891 PMA4326 RS04115 WP 007251660.1 DLRTSGLSKAMQGITSLEEVNRVTKD 564
NTDB id 1058 ABD1 RS01615 WP 001274986.1 NLRRSGLKKVMQGVTSLQEVNRVTSE 570
NTDB id 1018 ACIAD RS01685 WP 004920473.1 NLRRSGLKKVMQGVTSLQEINRVTSE 570
consensus *** *!* !***!*!** !***** *



X non conserved

X similar

X ≥ 50% conserved


