logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id
id

598 KW2 RS08500 WP 021037660.1
411858 GRIO5 RS03425 WP 012027201.1
155 SP RS04850 WP 000495909.1

265 KZH43 RS04315 WP 000495911.1
224 SPD RS04655 WP 000495911.1

190 SPR RS04415 WP 000495911.1

495 SM12261 RS04415 WP 000495920.1

consensus

logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id
id

598 KW2 RS08500 WP 021037660.1
411858 GRIO5 RS03425 WP 012027201.1
155 SP RS04850 WP 000495909.1

265 KZH43 RS04315 WP 000495911.1
224 SPD RS04655 WP 000495911.1

190 SPR RS04415 WP 000495911.1

495 SM12261 RS04415 WP 000495920.1

consensus

logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id
id

598 KW2 RS08500 WP 021037660.1
411858 GRIO5 RS03425 WP 012027201.1
155 SP RS04850 WP 000495909.1

265 KZH43 RS04315 WP 000495911.1
224 SPD RS04655 WP 000495911.1

190 SPR RS04415 WP 000495911.1

495 SM12261 RS04415 WP 000495920.1

consensus

logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id
id

598 KW2 RS08500 WP 021037660.1
411858 GRIO5 RS03425 WP 012027201.1
155 SP RS04850 WP 000495909.1

265 KZH43 RS04315 WP 000495911.1
224 SPD RS04655 WP 000495911.1

190 SPR RS04415 WP 000495911.1

495 SM12261 RS04415 WP 000495920.1

consensus

IR ENE puour i bbb peeel) BN e

::DKLEKQAYTCPACGGQLHLRQGPSVRTHFAHKSLKDCDFFFENESPEHLANKESLYHWLKKE
BDKLEKQAYTCPACGGQLHLRQGPSVRTHFAHKSLKDCDFFFENESPEHLANKESLYHWLKKE

:.DKLEKQAYTCPACGGQLHLRQGPSVRTHFAHKSLKDCDFFFENESPEHLANKESLYHWLKKE
BDKLEKQAYTCPACGGQLHLRQGPSVRTHFAHKSLKDCDFFFENESPEHLANKESLYHWLKKE

kokkokkkkkk x| *k okokok ok k| ok ok ok

MDA Y DERE o

PUTE %D Drkks D01 Lrx ]

WAL

kbl I x) * %k

klokor kx| x

oA

¥ Dk D ldok s LoD DD Lk Dok Do ok Lokokok | [ R ROy R

YL YIREEY o1 Y SHET s YL

ICLQEEIP (CK[ERIMEAHINARAYL ARJGRVE P TEK|YSKES SENRHRNRNAYSPK
GFE| WELD|JYKISALRL YLIjl DLRGK H[YMIK[Fly G GRLL ILRLP RKQR SHMAT[YAED D |gRYIMAQQLY YEESIR
GFYVWELDKIMKQVLRLKYLIYQDLRGKLHYQIKEFSYGQGSLLEILRLPYK QKISHFTVSEDKDICRYIRQQLYYQNLF
GFYVWELDKEKQVLRLKYLIYQDLRGKLHYQIKEFSYGQGSLLEILRLPYKKQKISHFTVSEDKDICRYIRQQLYYQNLF
GFYVWELDKEKQVLRLKYLIYQDLRGKLHYQIKEFSYGQGSLLEILRLPYKKQKISHFTVSEDKDICRYIRQQLYYQNLF

GFYVWELDSJ@KQVLRLKYLIBIQDLRGKLHYQIKEFIZYGEIGSLLEILRIFPYKKQKISHFTVS DKDICRYIRQQLYY QNN
[ | kx 1 Plokok DD T sekorskokok kok Dok Dok Dok bloe Dok |k * kKoK ok |k ok ok ok [ A I B B

O s A

T INEK YOG B K K FEGP{I APLGLNLLENFTDEJT I T TS T[RES
WIINAQAE YE GEN LTEQYNAEWYPJST

WMKEQAEAYQKGENILTYGLKEWYPQI
WMKEQAEAYQKGENILTYGLKEWYPQI
WMKEQAEAYQKGENILTYGLKEWYPQI
WMKEQAEAYQKGENILTYGLKEWYPQI

Ry

sk Pk o Db b skskkox I %

k1

Q
MNCKFFQIEQDLTSYYQHFYTYYQKNPQNDWQKLYPPAFY|
MGKFFQIEQDLTSYYQHFYTYYQKNPQNDWQKLYPPAFY|
MGKFFQIEQDLTSYYQHFYTYYQKNPQNDWQKLYPPAFY]

BGKFFQIEQDLTSYYQHFYTYYQKNPQNDWQKLYPPAFY

(S kok ok | okok | okok

kkkkkkEk LD xxl

160
158
158
158
158
158
158

240
238
238
238
238
238
238

317
309
307
307
307
307
307



AL

NTDB id 598 KW2 RS08500 WP 021037660.1 AIMGKQKKEK 327
NTDB id 411858 GRIO5 RS03425 WP 012027201.1 RKPM...... 313
NTDB id 155 SP RS04850 WP 000495909.1 317
NTDB id 265 KZH43 RS04315 WP 000495911.1 317
NTDB id 224 SPD RS04655 WP 000495911.1 317
NTDB id 190 SPR RS04415 WP 000495911.1 317
NTDB id 495 SM12261 RS04415 WP 000495920.1 317
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X non conserved
B similar
>50% conserved



