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NTDB id 1306 DR RS10060 WP 027479822.1 LRADALRLLAVPVDETEQGVTVLTSDPRKRPDIDALIGRPVQLMLTRPRDIERLIEQFYPQRGRLGEQLVQEGTLSRDQL 320
NTDB id 411814 GSQ19 RS07065 WP 011317260.1 .....................MTYSSPQRR.....................ST.ALTTRTEFSPFGNKLVQSGYINTEQM 37
NTDB id 1410 SGL RS13950 WP 010873519.1 .....................MTSSSSSKK.....................SR.AVALRNYFSPFGNKLVAGGHVDAEQL 37
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NTDB id 1306 DR RS10060 WP 027479822.1 REALQVQAREGKVKPLGEVITELGFASPDEVDSALQKQNVGGGRLEDTLVQSGKLSPEMLARS.......LAAQLGYEFL 393
NTDB id 411814 GSQ19 RS07065 WP 011317260.1 RQALIESRKSGRPLT..EVLE...........................SITGRQLSPEYLRQYKKQQLFELKILYGVEYL 88
NTDB id 1410 SGL RS13950 WP 010873519.1 RQALVQVKKTGRSLP..EELK...........................AVTGRELSPELLRQYKKNQLFELKVLYGVDSV 88
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NTDB id 1306 DR RS10060 WP 027479822.1 DPIQNPPDP.....KVALMIPEATARRYVVVPVRLQ....GNSLVVAMKDPRNVFALDDLKLI...TGKEILPAVMAEKD 461
NTDB id 411814 GSQ19 RS07065 WP 011317260.1 DPEVNDIGSTMVGNLIETLIPVDICRRHRLVPLSKNDEHTPPYVLVAMVAPDNLEASDDLNRILRPQGLTLQRMVITQED 168
NTDB id 1410 SGL RS13950 WP 010873519.1 DPEVAPIATQQMAELIGRFFPLDTCRRFKFLPLAQQ.EGDPPSVLVAMVDPDNLAAQDELNRILRVKGFELRRLVVTQDD 167
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NTDB id 1306 DR RS10060 WP 027479822.1 IIRLIERYFGEKGFE..............KLNKELAERNK.........TQQSQEADLSVADESAIVQVVDSIIREAALQ 518
NTDB id 411814 GSQ19 RS07065 WP 011317260.1 YQRLINQYLDELAVR...QKHLEQEK.FTDINQDLENLGNLDLEDAPEEMEADLGSAMKGAEDAPVINLVNRILAKALHD 244
NTDB id 1410 SGL RS13950 WP 010873519.1 FNQLLEQYYAIREEWEAAQEKRDQERALDKLNDLTDIVGSIDMNLGEDKEDVDNALDSNDANQAPVINLVNKILAKALQE 247
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NTDB id 1306 DR RS10060 WP 027479822.1 DASDIHIETTEDAVKVRYRIDGALREQ.NSFPKGAAQQIMARLKIMGHLDIAERRVPQDGRVRFKKGSIDLDLRLSTLPT 597
NTDB id 411814 GSQ19 RS07065 WP 011317260.1 KVSDIHIEPQEENLRIRFRKDGVLREAFDPLPKKIIPAVTARFKIISNLDIAERRLPQDGRIRRMFEGRKVDFRVNTLPS 324
NTDB id 1410 SGL RS13950 WP 010873519.1 GTSDIHVEPQEETLRIRFRKDGVLNQAFDPLPRKITPAVVARFKIMADMDIAERRSPQDGKIRRIYQGRKVDFRVNTLPS 327
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NTDB id 1306 DR RS10060 WP 027479822.1 VYGEKAVMRLLQKASNIPELEQLGFSEYNYARYTEIIERPNGIFLVTGPTGSGKSFTCFSTLKRIAKPEKNTTTIEDPIE 677
NTDB id 411814 GSQ19 RS07065 WP 011317260.1 RYGEKVVLRILDNSSTQLGLNKLITDPETLQIVQDMVSKPFGLILVTGPTGSGKTTSLYSALAEKNSPGINISTVEDPIE 404
NTDB id 1410 SGL RS13950 WP 010873519.1 RYGEKVCLRILDNSATQLGLDFLITNPETLQTVRELAARPYGLMLVTGPTGSGKSTTLYSVLAERNSPEVNINTAEDPIE 407
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NTDB id 1306 DR RS10060 WP 027479822.1 YEVPGIVQSQVNNSTGMTFARALRAFLRQDPDIIFVGEIRDQETAKIAVEAALTGHMVLATLHTNDAPGAVTRLEEMGIE 757
NTDB id 411814 GSQ19 RS07065 WP 011317260.1 YSLPGITQVQVIREKGLDFATALRAFLRQDPDVLLVGETRDKETAKTAIEAALTGHLVLTTLHTNDAPGAIARLGEMGIE 484
NTDB id 1410 SGL RS13950 WP 010873519.1 YALPGITQVQVIREKGMDFSNILRAFMRQDPDVILVGETRDKETAKTAIEAALTGHLVLTTLHTNDAAGAIARLDEMGVE 487
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NTDB id 1306 DR RS10060 WP 027479822.1 NFNISAAVMGVLAQRLVRRVCSECKQPTNADPEVLRRLGISERDIRG...............ANLMRGTGCPRCGGTGYK 822
NTDB id 411814 GSQ19 RS07065 WP 011317260.1 PFMVSSSLIGVLAQRLVRRVCGECRIAYTPTTEELARYGMTASQEVSVTFYKANTIPAEAIAEAKAKNQLCPACNGVGYK 564
NTDB id 1410 SGL RS13950 WP 010873519.1 PFMVSGSLLGVLAQRLMRKVCTECRIAYHPSKEELSRFGLSASGDEVVTFYKANSLSPDEIHLARQKGNLCQKCSGSGYK 567
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NTDB id 1306 DR RS10060 WP 027479822.1 GRMGIHELMVMDDSLRRTIGAGRPAAEIRDVALGESGLRSLRQDGIEKALQGLTTLEEVLAVTAS............... 887
NTDB id 411814 GSQ19 RS07065 WP 011317260.1 GRCGVYEVMRVTENLQTLINEEAPTERIKEVAVEE.GMKTLLAYSLDLVRQGATTLEEVERVTFTDTGLEAELKAKRKTG 643
NTDB id 1410 SGL RS13950 WP 010873519.1 GRVGVYEVMRNSERIAELINQGATTDRIKDCAVEE.GMITLLAYSLNLVQEGYTTLEEVERVTFTDTGLESEMRAKRKSA 646
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logo LTCRTCASAEI LQPQEWLDCPYCLMTASRFESD
NTDB id 1306 DR RS10060 WP 027479822.1 ........................... 887
NTDB id 411814 GSQ19 RS07065 WP 011317260.1 LTCRTCSAILQPEWLDCPYCLTARFED 670
NTDB id 1410 SGL RS13950 WP 010873519.1 LTCRTCAAELQQEWLDCPYCMTSRFS. 672
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