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NTDB id 1306 DR RS10060 WP 027479822.1 DQLREALQVQAREGKVKPLGEVITELGFASPDEVDSALQKQNVGGGRLEDTLVQSGKLSPEMLARSLAAQLGYEFLDPIQ 397
NTDB id 1028 TT RS08215 WP 011173991.1 EALKEALEVQKGLPRAKPLGEILVELGLARPEDVEEALQKQRRGGGRLEDTLVQSGKLRPEALAQAVATQLGYPYVDPEE 397
NTDB id 1168 A1552VC RS11070 WP 000957200.1 ..............MLTNLVAILRQAELISATQEQAVVTQVSASGTSVPEALLELSIFHAQELTEQLSHIFGLPETDLSR 66
NTDB id 1293 VP RS12240 WP 005479695.1 ..............MHSNLSTILRQKGLLTFSQEESLIEQVKASGISMPEALLSSGFFTSSELAEHLSSIFGLSQPELSQ 66
NTDB id 1401 DSB67 RS12665 WP 010643259.1 ..............MLTNLSTVLRQAGILTFSQEESLLEQVKASGISMPEALLSSGFFQSHELTEHLSSVFGLSCTSLNQ 66
NTDB id 1251 GCO85 RS07725 WP 011946523.1 ......MALATEEYRLQGIGQLLVLEKLLDKTKAIELHKLAAAEKISLLQYIVKNKILSAEQIALTAAQNFGVPMLDINC 74
NTDB id 1058 ABD1 RS01615 WP 001274986.1 ......MSALHTSPKFTGFFRRLVEEKHVSAATMQTALDAAKRAKQDTVAYLIEEVHLSPSLLAETISAEFAEPYFDLDV 74
NTDB id 1018 ACIAD RS01685 WP 004920473.1 ......MSAFTTPPKFSGFIRRLVEEGYVNAQNMQQALEKAKKFKQDIVPYLIDNFSISPLTIAEIISLEFGEPLLDLGV 74
NTDB id 411798 GSR16 RS17135 WP 159879533.1 .........MEASAGISGLGRALVQNNALLLQDAEAIQRQSQASSISFVEQLIASKKMSAGDVAAFASRVFGYPLLDMGS 71
NTDB id 1110 NGFG RS09235 WP 003689817.1 ..............MSVGLLRILVQNQVVTVEQAEHYYNESQAGK.EVLPMLFSDGVISPKSLAALIARVFSYSILDLRH 65
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NTDB id 1306 DR RS10060 WP 027479822.1 NPPDPKVALMIPEATARRYVVVPVRLQGNSLVVAMKDPRNVFALDDLKLITG.....KEILPAVMAEKDIIRLIERYFGE 472
NTDB id 1028 TT RS08215 WP 011173991.1 DPPDPGAPLLLPEDLCRRYGVFPHRLEGNRLVLLMKDPRNILALDDVRLALKRKGLNYEVAPAVATEAAITKLIERFYGK 477
NTDB id 1168 A1552VC RS11070 WP 000957200.1 YDYANLCQQLGLRELITRYDALPIAKQGNLLLLAVSDPTLLQAEEEFRFATG.....LQVELALADHRALQAAIRRLYGR 141
NTDB id 1293 VP RS12240 WP 005479695.1 YEYASLCQQLGLRELITRHNALPLHRTPSTLLLAVADPTNQQAEDDFRFATG.....LQVELVLADFRELSTAIRRLYGR 141
NTDB id 1401 DSB67 RS12665 WP 010643259.1 YEYASLCQTLGLRDLITRHNALPLNRTSSTLILAVADPTNLQAEDDFRFATG.....LQVELVLADFRELTAAIRRLYGR 141
NTDB id 1251 GCO85 RS07725 WP 011946523.1 IDVGTIPVNLVNEKLIKRHAMVPLFSRGTNLYLATDDPSKQASLKEIQFHTG.....LNTHAIVVETDKLSALIDNLLTA 149
NTDB id 1058 ABD1 RS01615 WP 001274986.1 YDTSQIPKDLVDQKLILKHRILPLIQRGQILYVATSNPSNIEAIDAIRFNSK.....LLVEPVIVEHHKLEKVLGQHFAE 149
NTDB id 1018 ACIAD RS01685 WP 004920473.1 FDPALFLKDKIDEKLIQKYRIMPLVHRGHVLYVATSNPTNIEAMDAIRFNSK.....LKVEPIIVEHDKLERLLSEHFVE 149
NTDB id 411798 GSR16 RS17135 WP 159879533.1 IDPSQLPKGLVDDELIGSRRLVPLFKRGNKLFIGTSDPTQTSAFHAITFKTG.....LTVEVVVVEDDKLSKVIGKYTED 146
NTDB id 1110 NGFG RS09235 WP 003689817.1 YPRHRVLMGVLTEEQMVEFHCVPVFRRGDKVFFAVSDPTQMPQIQKTVSAAG.....IAVELVIVEDDQLAGLLDWVGSR 140
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NTDB id 1306 DR RS10060 WP 027479822.1 KGFEKLNK.......E.....LAERNKTQQSQEADLSVADESAIVQVVDSIIREAALQDASDIHIETTEDAVKVRYRIDG 540
NTDB id 1028 TT RS08215 WP 011173991.1 AELSEIAK.......E.....FAKKQAEEEV..PSPLELDESAAQKFVKQVIREAFLQDASDIHIEPRQNDVQVRLRIDG 543
NTDB id 1168 A1552VC RS11070 WP 000957200.1 SIQGAANQGKEISQDELANL...VKVSDDELQSIEDLSQDDSPVSRFINQVLLDAVRKGASDIHFEPYENQYRIRLRCDG 218
NTDB id 1293 VP RS12240 WP 005479695.1 SLSHEKSGLKEINQEELASL...VDVGADEIDNIEDLSQDESPVSRYINQILLDAVRKGASDIHFEPYEKMYRVRLRCDG 218
NTDB id 1401 DSB67 RS12665 WP 010643259.1 SLGQEKSGLKEINQDELAGL...VDIGEDEIENIEDLSQDESPVSRYINQILLDAVRKGASDIHFEPYENMYRVRLRCDG 218
NTDB id 1251 GCO85 RS07725 WP 011946523.1 KESQGLSEYVE.DSGDLEGLEISADD.EDQDIDTATSVTDDAPIVKFVNKILLDAIRQGASDIHFEPYEREYRIRYRQDG 227
NTDB id 1058 ABD1 RS01615 WP 001274986.1 ESSFDFND......EEFD.LDVNLDGPTAQEDEEEAPQGDEAPIVKYINKLLIDAIRMGASDLHFEPYEKSYRVRYRVDG 222
NTDB id 1018 ACIAD RS01685 WP 004920473.1 ETHFNFDT......EELD.LDVEVDPHTTDDDDEDDKLKDEAPIVKYINKLLIDAIRMSASDLHFEPYEKSYRVRYRVDG 222
NTDB id 411798 GSR16 RS17135 WP 159879533.1 ASAAIKAL....ENEDFGDLEFVDPDAQTPHSETNQPDVDDAPVVKFIHKVLLDAINGGASDVHFEPYEKFYRIRYRVDG 222
NTDB id 1110 NGFG RS09235 WP 003689817.1 STSLLQEL....GEGQ........EEEESHTLYIDNEEAEDGPVPRFIHKTLSDALRSGASDIHFEFYEHNARIRFRVDG 208
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NTDB id 1306 DR RS10060 WP 027479822.1 ALREQNSFPKGAAQQIMARLKIMGHLDIAERRVPQDGRVRF..KKGSIDLDLRLSTLPTVYGEKAVMRLLQKASNIPELE 618
NTDB id 1028 TT RS08215 WP 011173991.1 ALRPYSTLPKGALNAVISVVKIMGGLNIAEKRLPQDGRVRY..REGAIDVDLRLSTLPTVYGEKAVMRLLKKASDIPEIE 621
NTDB id 1168 A1552VC RS11070 WP 000957200.1 ILVETQQPASHLSRRLAARIKILSKLDIAERRLPQDGRIKLRLSR.DTAIDMRVSTLPTLWGEKIVLRLLDSSAANLDID 297
NTDB id 1293 VP RS12240 WP 005479695.1 ILIETQQPPNHLSRRLSARIKILSKLDIAERRLPQDGRIKLKLNQ.DTAIDMRVSTLPTLFGEKIVLRLLDSSSASLDID 297
NTDB id 1401 DSB67 RS12665 WP 010643259.1 ILIEIQQPPSHLSRRLSARIKILSKLDIAERRLPQDGRIKLKLNQ.DTAIDMRVSTLPTLFGEKIVLRLLDSSSAALDIN 297
NTDB id 1251 GCO85 RS07725 WP 011946523.1 ILHEVATPPASLSSRITARIKVMSNLDISERRIPQDGGFKMKISK.SRAIDFRVSTCPTSAGEKVVMRVLDSGAAKLGIE 306
NTDB id 1058 ABD1 RS01615 WP 001274986.1 VLRQIANPPLQLANRLASRLKVMSQMDISEKRVPQDGRIKLKLSK.SKAIDFRVNSLPTLFGEKLVLRILDPSSAMLGID 301
NTDB id 1018 ACIAD RS01685 WP 004920473.1 VLRLIATPPLQLATRLASRLKVMSQMDISEKRVPQDGRIKLKMSK.SKTIDFRVNSLPTLFGEKIVLRILDPASAMLGID 301
NTDB id 411798 GSR16 RS17135 WP 159879533.1 QLKEIAQPPLLLKEKIASRIKVISRLDISEKRVPQDGRLKLVLSK.SHSIDFRVSTLPTLYGEKIVMRILDSSAASLNIE 301
NTDB id 1110 NGFG RS09235 WP 003689817.1 QLREVVQPPIAVRGQLASRIKVMSRLDISEKRIPQDGRMQLTFQKGGKPVDFRVSTLPTLFGEKVVMRILNSDAASLNID 288
consensus *!*** *** * *** **!******! !*!*!!!!******** * **!*!****!!**!!!*!*!*!***** ****

logo

D
A
K
QLGFYANSEDEPDFGSVYEQNVQFRYKEKTAQMNRLLFYKTMLKNDE I

V
AI
L
D
E
G
H
K
N
Q
S
R

K
RPNYQGI

M
F
L
V
I L IMVTGPTGSGKSTFVTSCTLFYSTAITCGLRSKNRI ILANKTI

S
E
P
H
Q
D
S
E
A
S
K
V
INTIAQTSTI

AEDPAIVEYIKYENI
V
L
E
S
PGVIVNQSTVNQI

VQNDENPQSKQTVAIGMFLGTFSAGSRAE
NTDB id 1306 DR RS10060 WP 027479822.1 QLGFSEYNYARYTEIIERPNGIFLVTGPTGSGKSFTCFSTLKRIAKPEKNTTTIEDPIEYEVPGIVQSQVNNSTGMTFAR 698
NTDB id 1028 TT RS08215 WP 011173991.1 DLGFAPGVFERFKEVISKPYGIFLITGPTGSGKSFTTFSILKRIATPDKNTQTIEDPVEYEIPGINQTQVNPQAGLTFAR 701
NTDB id 1168 A1552VC RS11070 WP 000957200.1 KLGYNPQQKQLYLNALKRPQGMILMTGPTGSGKTVSLYTGLRILNTSQINISTAEDPVEINLSGINQVQVQPKIGFGFAE 377
NTDB id 1293 VP RS12240 WP 005479695.1 KLGYSEQQKQLYLEALRRPQGMILMTGPTGSGKTVSLYTGLNILNKPEINISTAEDPVEINLSGINQVQVQPKIGFGFAE 377
NTDB id 1401 DSB67 RS12665 WP 010643259.1 KLGYSDSQKQLYLDALRRPQGMILMTGPTGSGKTVSLYTGLSILNKPEINISTAEDPVEIYLPGINQVQVQPKIGFGFAE 377
NTDB id 1251 GCO85 RS07725 WP 011946523.1 ALGFNPVQRTNFLKAIQRPQGMILVTGPTGSGKTVTLYTALNILNTIEVNISTAEDPVEIKVPGINQVNINPKAGLTFSG 386
NTDB id 1058 ABD1 RS01615 WP 001274986.1 ALGYEEDQKALFMEALDKPQGMLLITGPTGSGKTVSLYTGLNILNTESSNISTAEDPVEINLEGINQVNVNPKVGLTFAA 381
NTDB id 1018 ACIAD RS01685 WP 004920473.1 ALGYEPEQKALFMEALNKPQGMLLITGPTGSGKTVSLYTGLNILNTEHANISTAEDPVEINLEGVNQVNVNPKVGLTFAA 381
NTDB id 411798 GSR16 RS17135 WP 159879533.1 QLGFEPEQKQMLLDAIGRPYGMVLVTGPTGSGKTVSLYTCLNILNKPDINISTAEDPVEINLPGINQVNVNEKAGLTFSS 381
NTDB id 1110 NGFG RS09235 WP 003689817.1 QLGFEPFQKKLLLEAIHRPYGMVLVTGPTGSGKTVSLYTCLNILNTESVNIATAEDPAEINLPGINQVNVNDKQGLTFAA 368
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NTDB id 1306 DR RS10060 WP 027479822.1 ALRAFLRQDPDIIFVGEIRDQETAKIAVEAALTGHMVLATLHTNDAPGAVTRLEEMGIENFNISAAVMGVLAQRLVRRVC 778
NTDB id 1028 TT RS08215 WP 011173991.1 ALRAFLRQDPDIIMVGEIRDSETAKIATEAALTGHLVIATLHTNDAAQAITRLDEMGVEPFNISAALIGVLSQRLVRRVC 781
NTDB id 1168 A1552VC RS11070 WP 000957200.1 ALRSFLRQDPDVVMVGEIRDLETAEIAVKAAQTGHLVLSTLHTNSAAETVIRLANMGVEPFNLASSLSLIIAQRLARRLC 457
NTDB id 1293 VP RS12240 WP 005479695.1 ALRSFLRQDPDVVMVGEIRDLDTAEIAIKASQTGHLVLSTLHTNSAAETIIRLSNMGVESFNLASSLSLIIAQRLARKLC 457
NTDB id 1401 DSB67 RS12665 WP 010643259.1 ALRSFLRQDPDVVMVGEIRDLDTAEIAIKASQTGHLVLSTLHTNSAAETVIRLSNMGVESFNLASSLSLIIAQRLARKLC 457
NTDB id 1251 GCO85 RS07725 WP 011946523.1 ALRSFLRQDPDIIMVGEIRDLETAEIAIKAAQTGHLVLSTLHTNSAAETLNRLVNMGIPTFNIASSVTLIIAQRLARKLC 466
NTDB id 1058 ABD1 RS01615 WP 001274986.1 ALKSFLRQDPDIIMVGEIRDLETAEIAIKAAQTGHMVMSTLHTNSAPETLTRLRNMGVPSFNIATSVNLVIAQRLARRLC 461
NTDB id 1018 ACIAD RS01685 WP 004920473.1 ALRSFLRQDPDIIMVGEIRDLETAEIAIKAAQTGHLVMSTLHTNNAAETLTRLRNMGVASFNIATSVNLVIAQRLARRLC 461
NTDB id 411798 GSR16 RS17135 WP 159879533.1 ALKAFLRQDPDVIMVGEIRDFETADISIKAAQTGHMVFSTLHTNNAPATLTRLLNMGVAPFNVASSVLLIMAQRLARRLC 461
NTDB id 1110 NGFG RS09235 WP 003689817.1 ALKSFLRQDPDIIMVGEIRDLETADIAIKAAQTGHMVFSTLHTNNAPATLSRMLNMGVAPFNIASSVSLIMAQRLLRRLC 448
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NTDB id 1306 DR RS10060 WP 027479822.1 SECKQPTNADPEV.LRRLGISERDIR..GANLMRGTGCPRCGGTGYKGRMGIHELMVMDDSLRRTIGAGRPAAEIRDVAL 855
NTDB id 1028 TT RS08215 WP 011173991.1 EHCKVEVKPDPET.LRRLGLSEAEIQ..GARLYKGMGCERCGGTGYKGRYAIHELLVVDDEIRHAIVAGKSATEIKEIAR 858
NTDB id 1168 A1552VC RS11070 WP 000957200.1 KHCKIAVRPSALL.QSQFAFQPNEI....LYEANAAGCNECT.GGYSGRVGIYEVMAFNTELAEAIMQRASIHQIERLAK 531
NTDB id 1293 VP RS12240 WP 005479695.1 PYCKQPQEHTVQL..QHLGIQTTDN....IFRANPDGCNECT.HGYSGRTGIYEVMRFDESLSEALIKGASVHELEKLAI 530
NTDB id 1401 DSB67 RS12665 WP 010643259.1 PYCRQPQEPNSQL..QHIGIANTEQ....IFQANPDGCNECT.HGYSGRTGIYEVMKFDESLSEALIKGASVHELEKLAI 530
NTDB id 1251 GCO85 RS07725 WP 011946523.1 NQCKAVRDDFTNQGLIELGFKEADLV..NLKLYKAVGCEQCT.SGYRGRVGLFEVLPMTKELGQLIMSGGNSLDILKLAQ 543
NTDB id 1058 ABD1 RS01615 WP 001274986.1 SQCKIPADIPKQS.LLEMGFTEQDLAHPDFRVFQPVGCLECR.EGYKGRVGIYEVMKVTPEISKIIMEDGNALEIAAASE 539
NTDB id 1018 ACIAD RS01685 WP 004920473.1 SQCKRPIQVPERS.LLEMGFTPEDLAQPEFQIFEPVGCHDCR.EGYKGRVGIYEVMKITPEISKIIMEDGNALEIAATAE 539
NTDB id 411798 GSR16 RS17135 WP 159879533.1 SHCKAPVDIPEPA.LLRAGFRAEELD.GSWKPYGPVGCDECRGSGYKGRTGIYEVMPISDAMTRLIMQNGTAIDINDLAL 539
NTDB id 1110 NGFG RS09235 WP 003689817.1 SSCKQEVERPSASALKEVGFTDEDLA.KDWKLYRAVGCDRCRGQGYKGRAGVYEVMPISEEMQRVIMNNGTEVGILDVAY 527
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NTDB id 1306 DR RS10060 WP 027479822.1 GESGLRSLRQDGIEKALQGLTTLEEVLAVTAS 887
NTDB id 1028 TT RS08215 WP 011173991.1 .RKGMKTLREDGLYKALQGITTLEEVLARTIE 889
NTDB id 1168 A1552VC RS11070 WP 000957200.1 .ANGMQTLQESGLEKLREGITSFAELQRVLYF 562
NTDB id 1293 VP RS12240 WP 005479695.1 .ANGMSTLQMSGIEKLKQGITSFSELQRVLYF 561
NTDB id 1401 DSB67 RS12665 WP 010643259.1 .ANGMQTLQMSGIEKLKQGITSFRELQRVLYF 561
NTDB id 1251 GCO85 RS07725 WP 011946523.1 .SEGMLTIFQSGIEKVKEGITTIEEVNRVTVD 574
NTDB id 1058 ABD1 RS01615 WP 001274986.1 .KLGFNNLRRSGLKKVMQGVTSLQEVNRVTSE 570
NTDB id 1018 ACIAD RS01685 WP 004920473.1 .TLGFNNLRRSGLKKVMQGVTSLQEINRVTSE 570
NTDB id 411798 GSR16 RS17135 WP 159879533.1 .QEGMIDLRHAGLLKVKKGLTSLAEIEAVTND 570
NTDB id 1110 NGFG RS09235 WP 003689817.1 .KEGMVDLRRAGILKIMQGITSLEEVTANTND 558
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