
logo MKQSLQLRLVSQHQLATLTPQLQQS IKRLLQLSTI
L
D
ELQQTEVEQRAFLLTDENPLMLEREGDNDELWLPADQTESAGPRAIGTAEDSAGSSVNALQSSSATPLPETE

NTDB id 411794 GSR16 RS16290 WP 159879216.1 MKQSLQLRVSQQLTLTPQLQQSIKLLQLSTLDLQTEVERFLLDNPMLERGDDLPAQEGPATESASSN...........EE 69
NTDB id 1425 RS RS02020 WP 011000369.1 MKQSLQLRLSQHLALTPQLQQSIRLLQLSTIELQQEVEQALTENPLLERENEWLDTSARIGADGSVNALQSSSATPLPTE 80
consensus !!!!!!!!*!!*! !!!!!!!!!*!!!!!!**!! !!! ! *!!*!!! * * ** *! !*********** !

logo SPTPTPATASDNGSASDHADTAEASYENDGNSDFSDHSDESYGSGTELRSTDWGSLSDGDSFRARRKPNQDSDGDEDDEFRADPML
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NTDB id 411794 GSR16 RS16290 WP 159879216.1 STTPTSDSS............DNDSHSESSGELTDWGSGSRR...NDGDDEFDPMLNVPCPVSLRQHLLAQLGELTLPTR 134
NTDB id 1425 RS RS02020 WP 011000369.1 SPPPAANGADHADTAEASYENGSDFDSDYGTERSDWSLDDFARKPQSDEDDRAPMQLREAEPTQREFLMEQLAPLKLSPR 160
consensus !**! ************ ! *!* ! *!! **** *!* !! ***** ! *!* !!**! !**!
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NTDB id 411794 GSR16 RS16290 WP 159879216.1 DQAIVQLLIEELDDNGFLTIDMEELASNLPLELELECDELMVGLRLLQQFDPAGIAARSLAESLSLQLARLPHQEPGHAL 214
NTDB id 1425 RS RS02020 WP 011000369.1 DKGLVIFLIESLDDEGYLTGSLDEILADLPAELEVELDELQAALRMLQSFDPAGIGARSAAECLTLQLQRLD..SPAKPL 238
consensus ! **! !!! !!! !*!! **!* !! !!!*!*!!! *!!*!! !!!!!!*!!! !!*!*!!! !!*** !***!

logo ACLKTIVANEQHLESLLAGANRDYTRLKKRAI LGSAVDDEGAE I
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QAHQEQL IARRSLATPFHPAGAHAGFGGRAEDEAVDHFYVI

VPDVTVVRKRTARAGGHWMVAEQLNNPDGAVMVP
NTDB id 411794 GSR16 RS16290 WP 159879216.1 ACKIVAEHLSLLGNRDYTRLKRILGADDEAIRQAQQLIARLTPHPAAGFGGEDVHYVIPDVTVRKRRGHWVAELNNGAVP 294
NTDB id 1425 RS RS02020 WP 011000369.1 ALTIVNQHLELLAARDYTRLKKALSVDDGELKAAHELIRSLAPFPGHAFGRAEADFVVPDVVVRKTAAGWMAQLNPDVMP 318
consensus !* !! !! !!* !!!!!!!* ! !! ** !* !! ! !*!***!! * **!*!!! !!! **!*! !!* *!

logo RLR I
VNDQLMYAQI

MLRSESNSRGSAESGAAGENLQTGQKRLQEAKRWL IVKNIQQRFDTI LKRVSEQAIVERQKQASFFETHGE I
VAMRPL IVLRDE IADETLG

NTDB id 411794 GSR16 RS16290 WP 159879216.1 RLRVNQLYAQMLSENRSA..AGELTGRLQEAKWLVKNIQQRFDTILKVSEAIVERQQAFFEHGEVAMRPLILRDIADELG 372
NTDB id 1425 RS RS02020 WP 011000369.1 RLRINDMYAQILRSSRGESGAANLQQKLQEARWLIKNIQQRFDTILRVSQAIVERQKSFFTHGEIAMRPLVLREIADTLG 398
consensus !!!*! *!!!*! ! **!* ! *!!!!*!!*!!!!!!!!!!!*!! !!!!!! !! !!!*!!!!!*!!*!!! !!

logo LHESTI
VSRVTTNQKYLMALCTPMRGLTFELKYFFGSAHLVESTDESTGGAEACSASTAIKRAHL IKRQRLMI
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NTDB id 411794 GSR16 RS16290 WP 159879216.1 LHESTVSRVTTQKYLLCPRGLFELKYFFGSALETDSGGECSATAIKAHIRRMIDGENTAKPLSDSAIADELGKQGIQVAR 452
NTDB id 1425 RS RS02020 WP 011000369.1 LHESTISRVTTNKYMATPMGTFELKYFFGSHVSTETGGAASSTAIRALIKQLVGAEDPKNPLSDSRIAELLGEQGFVVAR 478
consensus !!!!!*!!!!!*!!* *! ! !!!!!!!!!** !**!! *! !!!*!*!* ** *! * !!!!! !!* !! !! !!!

logo RTVAKYREALMKQIPAPVNLRKASL
NTDB id 411794 GSR16 RS16290 WP 159879216.1 RTVAKYREAMQIPPVNLRKAL 473
NTDB id 1425 RS RS02020 WP 011000369.1 RTVAKYREALKIPAVNLRKSL 499
consensus !!!!!!!!!* !!*!!!!! !



X non conserved

X similar

X ≥ 50% conserved


