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NTDB id 1069 ABD1 RS03060 WP 043960841.1 MQYSMRFWKNKYFVLIMLCLGVISPSVCAQSFDQNFQEWKVKQQMYDQKLNISKSSHSNSSKISQTKNFNDSTGQIHLNQ 80
NTDB id 1041 H0N27 RS14740 WP 005124713.1 MQYSMRFWKNKYFLLIMLCLGVISPSVCAQSFDQNFQEWKAKQQMYDQKLNITKSSHSNGSKISQTKNFNDSTGQIHLNQ 80
NTDB id 411775 GSF13 RS17990 WP 174170006.1 ......MFNKPTILSILLALGLSCSSVLAKP..TD.QAKSVSQT.........................QQQSAVLDINS 46
NTDB id 1362 HI 1008 AAC22669.1 ........MKTLFTSVVLCGALVVSSSFAEEKATXQTAQSVVTTQAEAQ........VAP.........AVVSDKLNINT 55
consensus ********* **** **!*******!**!**** *** * *** *************** ******************!*
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NTDB id 1069 ABD1 RS03060 WP 043960841.1 ANV.NEFQQLKGIGEKKAQAIVEYRQKNGSFKNIDEIKNVKGIGPAIFEKNKSRLAL 136
NTDB id 1041 H0N27 RS14740 WP 005124713.1 ANV.NEFQQLKGVGEKKAQAIVEYRQKNGSFKNIDEIKNVKGIGPAIFEKNKSRLAL 136
NTDB id 411775 GSF13 RS17990 WP 174170006.1 ADA.SALSSLPGIGIRKAEAIVEYRKKMGRFKTTTELLEVKGIGKGILAKLEGKIRV 102
NTDB id 1362 HI 1008 AAC22669.1 ATASEIQKSLTGIGAKKAEAIVQYREKHGNFXNAEQLLEVQGIGKATLEKNRDRIIF 112
consensus !* **** !*!*!**!! !!!*!!*!*!*!****** !*!!!*** *!*******
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