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NTDB id 1119 NGFG RS11465 WP 017147169.1 .......MNTLQKGFTLIELMIVIAIVGILAAVALPAYQDYTARAQVSEAILLAEGQKSAVTEYYLNHGKWPENNTSA.. 71
NTDB id 1109 OK783 RS10670 WP 157147416.1 .......MNTLQKGFTLIELMIVIAIVGILAAVALPAYQDYTARAQVSEAILLAEGQKSAVTEYYLNHGIWPKDNTSA.. 71
NTDB id 1188 NELON RS01755 WP 003772458.1 .......MKAMQKGFTLIELMIVIAIIGILAAIALPAYQDYTVRSKVSEALIAASSPKSALSEAFQTDGITGMTAAAKAF 73
NTDB id 1424 RS RS02795 WP 011000517.1 MKSMRHLNKRVQKGFTLIELMIVVAIVGILAAIAIPAYQDYTVRARVTEGLSLAAQAKALVSENAANAQSDLS....... 73
NTDB id 1002 ACIAD RS15100 WP 004923779.1 ........MNAQKGFTLIELMIVIAIIGILAAIAIPAYTDYTVRARVSEGLTAASSMKTTVSENILNAGALVAGTPSTAG 72
NTDB id 411608 GSF12 RS08010 WP 159375067.1 ........MNAQKGFTLIELMIVIAIIGILAAIAIPAYQDYTVRAKVSEVLVAGSSVKSAISEGFQTNGMDGVKSAATSA 72
NTDB id 1258 GCO85 RS09745 WP 014844212.1 .........MRQKGFTLIELMIVVAIIGILAAIAIPAYQDYTIRARVTEGLTLADSAKLAVSETAITNNAL....PATQA 67
NTDB id 1274 LPP RS09530 WP 011214168.1 .........MRQKGFTLIELMIVVAIIGILAAIAIPAYQDYTIRARVTEGLTLADSAKLAVSETAITNNAL....PATQA 67
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NTDB id 1119 NGFG RS11465 WP 017147169.1 ...........GVASPPTDIKGKYVKEVEVKNGV.VTAT.....MLSSGVNNEIKGKK...................LSL 115
NTDB id 1109 OK783 RS10670 WP 157147416.1 ...........GVASA.STIKGKYVQKVEVAKGV.VTAQ.....MASTGVNKEIQDKK...................LSL 114
NTDB id 1188 NELON RS01755 WP 003772458.1 NKTAAAGGGAGGAAAAGTQHASKYVKSVKVTEASPWDITVAISATEANGIPTGLDGNTIRLFPLVN...........KAV 142
NTDB id 1424 RS RS02795 WP 011000517.1 .........VG....SSVFTPTKNVANLTIAGTGTVPG......QITVTYTTAAGGGTLALVPTAAG........T.ALP 125
NTDB id 1002 ACIAD RS15100 WP 004923779.1 ...............SSCVG....VQEISASNA..TTN......VATATCGASSAGQIIVTMDTTK......AKGANITL 119
NTDB id 411608 GSF12 RS08010 WP 159375067.1 A........KG....STAAPVSKYLKSIAVSQDGVITLT....TTADASLPTEAQGKTIIMAPYARAAGTGSAAGANAA. 135
NTDB id 1258 GCO85 RS09745 WP 014844212.1 A........TG....YVSPAATPNVQSIAIGANGVITIT....YTAA......AGGGTIIMTPTL............... 110
NTDB id 1274 LPP RS09530 WP 011214168.1 A........TG....YVSPAATPNVASIAIGANGVITIT....YTAA......AGGGTIVMTPTL............... 110
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NTDB id 1119 NGFG RS11465 WP 017147169.1 WGRRENGSVKWFCGQPVTRADDDTVAD..AKDGKEIDTKHLPSTCRDKASDAK 166
NTDB id 1109 OK783 RS10670 WP 157147416.1 WAKRQDGSVKWFCGQPVTRTGDNDDTV..ADANNAIDTKHLPSTCRDESSAT. 164
NTDB id 1188 NELON RS01755 WP 003772458.1 PAATSTGAIDWACASAAKETADKRFGTGSGVAVGTLPAKYAPSECK....... 188
NTDB id 1424 RS RS02795 WP 011000517.1 VSSAPSGPIMWTCYAQNKAQAASSVAP...SGTMSLAAKYAPAECR....... 168
NTDB id 1002 ACIAD RS15100 WP 004923779.1 TPTYASGAVTWKCTTT...................SDKKYVPSECRG...... 147
NTDB id 411608 GSF12 RS08010 WP 159375067.1 LAAGAAGSVEWACSAGTKVQADARLNG.LIATAGTLPAKYAPSECR....... 180
NTDB id 1258 GCO85 RS09745 WP 014844212.1 ...QANGDVTWTCTGG..................TLLAKYRPASCRP...... 136
NTDB id 1274 LPP RS09530 WP 011214168.1 ...QANGDVTWTCTGG..................TLLAKYRPASCRP...... 136
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