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NTDB id 1177 A1552VC RS01165 WP 000422572.1 ...................MELNQYLDGMLTHKASDLYITVGAPILYRVDGELRAQGEALSV.ADVTALLHAMMDDARQA 60
NTDB id 411605 GSF12 RS05130 WP 159374622.1 MSHNESLISVAEETLHEAKTVMFNMLSKVVEIGGSDLFISADFPPSIKYHGLMKPLNKQPLTAEKTKLFAYSLMNQKQRE 80
NTDB id 1203 PSJM300 01605 AFN76401.1 ...................MEFEKLLRLMVEKGGSDLFITAGVPPSMKVNGKILPVNKTPMSPEMTRETVHGVMNEQQRR 61
NTDB id 1019 ACIAD RS04205 WP 004922051.1 ...................MDFNDLLNLMAKHKASDLFITAGVEPSLKINGEITPVSKTKLDGDMIAQLIDSITTQKQRQ 61
NTDB id 1307 DR RS10055 WP 010888596.1 ...............MTSGIDITDILRLAADKGASDIILAAGLPPQFKLSGDYDAQGFEPLSASDTRKLMYSMMNERQQR 65
NTDB id 1081 FDQ49 RS05335 WP 006581387.1 ...................MDITELLAFSVKNGASDLHLSAGMPPMIRVDGEVRRINLPALEHKDVHRLVYDIMNDKQRR 61
NTDB id 1060 ABD1 RS04380 WP 000355489.1 ...................MDITELLAFSVKNGASDLHLSAGMPPMIRVDGEVRRINLPALEHKDVHRLVYDIMNDKQRR 61
NTDB id 1040 H0N27 RS13360 WP 000355489.1 ...................MDITELLAFSVKNGASDLHLSAGMPPMIRVDGEVRRINLPALEHKDVHRLVYDIMNDKQRR 61
consensus *** **! * **!!* ******* *** !*** ** * ** *** ********

logo

I
D
E
Y
F
A
I
K
T
E
Q
T
E
N
T
K
H
R
LEALCTDNFASVIFALNSVEALNRVDGRPDEGNKI

K
N
S
V
E
S
G
ARFRVSNVAFFMYQNQQNRDEGLNRMNQLGPVAGGMAVLMFIRLRTITEPASTENRTKI

V
R
L
P
N
S
T
P
F
I
M
A
D
K
E
Q
E
D
M
L
H
L
K
GLGPDPEQQTVIVFL IQKENKDLI ICA I

L
N
M
D
E
S
T
A
Y
K
PRGI

L
I
V
I
LFVSVTGGAPTGTSGKSTSTML

NTDB id 1177 A1552VC RS01165 WP 000422572.1 EFKQTREANFAVVRD..SGRFRVSAFFQRELPGAVIRRIETRIPTFEELKLPEVLQNLAIAKRGLVLVVGATGSGKSTTM 138
NTDB id 411605 GSF12 RS05130 WP 159374622.1 EFATNLECNFAINVPN.VSRFRVNVFQQQLQVGMVIRTITAEIPNFKQLLLPEQLKKIIMEKRGLVLVVGGTGSGKSTSL 159
NTDB id 1203 PSJM300 01605 AFN76401.1 EFTENHECNFAISARG.IGRFRVSAFYQRNLAGMVLRRIETNIPTIEDLKLPDVLKKLALTKRGLVLFVGATGTGKSTSL 140
NTDB id 1019 ACIAD RS04205 WP 004922051.1 EFIETHECNFAILNREKNERFRVSAFQQRDMPGMVIRRIETKIPSPDDLHLPPILKELAMSKRGIIIFSGATGTGKSTSL 141
NTDB id 1307 DR RS10055 WP 010888596.1 IFEEKRELDFSFALGD.KARFRVNAFMQRGNVGGVMRLIPTTVRTIAEMGLPQTVIDIANAPRGLVLVTGPTGSGKSTTL 144
NTDB id 1081 FDQ49 RS05335 WP 006581387.1 DYEEKLETDFSFEVPN.VARFRVNAFNQNRGAGAVFRTIPSKVLTMEDLGLGQIFKDICDYPRGIVLVTGPTGSGKSTTL 140
NTDB id 1060 ABD1 RS04380 WP 000355489.1 DYEEKLETDFSFEVPN.VARFRVNAFNQNRGAGAVFRTIPSKVLTMEDLGLGQIFKDICDYPRGIVLVTGPTGSGKSTTL 140
NTDB id 1040 H0N27 RS13360 WP 000355489.1 DYEEKLETDFSFEVPN.VARFRVNAFNQNRGAGAVFRTIPSKVLTMEDLGLGQIFKDICDYPRGIVLVTGPTGSGKSTTL 140
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NTDB id 1177 A1552VC RS01165 WP 000422572.1 AAMTGYRNQHRTGHILTVEDPIEFVHEHKRCIVTQREVGLDTESYEVALKNSLRQAPDMILIGEIRSRETMEYAMTFAET 218
NTDB id 411605 GSF12 RS05130 WP 159374622.1 AAMIDHRNENSAGHIITVEDPVEYVHKHKQSMITHREVGVDSHSWHNALKNTLRQAPDVILIGEIRDTETMENAIAFAET 239
NTDB id 1203 PSJM300 01605 AFN76401.1 AAMIGYRNKNSSGHIISIEDPIEFIHQHQNCIVTQREVGIDTDSFEVALKNTLRQAPDVILIGEVRTRETMDHAVAFAET 220
NTDB id 1019 ACIAD RS04205 WP 004922051.1 ASMIQHRNQHSKGHIITIEDPIEFIHEHAGCIITQREVGIDTDSFEIALKNTLRQAPDVILIGEIRSREVMDYALAFAET 221
NTDB id 1307 DR RS10055 WP 010888596.1 ASMIDHINTTKKLHILTIEDPIEFMHPNKASIINQREVGSDTLSFDDALRAALRQAPDVILVGEMRDYETIKAAVTAAET 224
NTDB id 1081 FDQ49 RS05335 WP 006581387.1 AAMLDYINENRYDHILTVEDPIEFVHQSKKCLINQREVHRDTHGFNEALRSALREDPDIILVGEMRDLETIRLALTAAET 220
NTDB id 1060 ABD1 RS04380 WP 000355489.1 AAMLDYINENRYDHILTVEDPIEFVHQSKKCLINQREVHRDTHGFNEALRSALREDPDIILVGEMRDLETIRLALTAAET 220
NTDB id 1040 H0N27 RS13360 WP 000355489.1 AAMLDYINENRYDHILTVEDPIEFVHQSKKCLINQREVHRDTHGFNEALRSALREDPDIILVGEMRDLETIRLALTAAET 220
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NTDB id 1177 A1552VC RS01165 WP 000422572.1 GHLCMATLHANNANQALERILHLVPKEQREQFLLDLSLNLKGVIAQQLLRDKNGKGRHGVFEVLLNSPRIADLIRRGELH 298
NTDB id 411605 GSF12 RS05130 WP 159374622.1 GHLCLGTLHANNANQTLDRIINFFPEERRNQLLMDLSSNMKAIISQRLIRTEDGKGRRAAVEIMLNTPLMADLILKSNFH 319
NTDB id 1203 PSJM300 01605 AFN76401.1 GHLCLATLHANNANQALDRIINFFPADRQNQVWMDLSLNLKAIVAQQLVPTPDGKGRRAVIEVLINTPLAADLIRKGEVH 300
NTDB id 1019 ACIAD RS04205 WP 004922051.1 GHLVFATLHANNANQTLERIIHFFDADRHQQIFMDLSLNLKAVISQQLIPTHDGQSRRAAVEVLINTPLLSDYIRQGEIY 301
NTDB id 1307 DR RS10055 WP 010888596.1 GHLVMGTLHTNSAPESIDRIVDVFPEEQQEQIRVQLANNLVAVMTQQLLPRADGQGRVLAYEILLANPAVRALIREGKTF 304
NTDB id 1081 FDQ49 RS05335 WP 006581387.1 GHLVFGTLHTTSAAKTIDRVIDVFPAEEKDMVRAMLSESLQAVISQTLL.KKNGGGRVAAHEIMIGIPAIRNLIRENKVA 299
NTDB id 1060 ABD1 RS04380 WP 000355489.1 GHLVFGTLHTTSAAKTIDRVIDVFPAEEKDMVRAMLSESLQAVISQTLL.KKNGGGRVAAHEIMIGIPAIRNLIRENKVA 299
NTDB id 1040 H0N27 RS13360 WP 000355489.1 GHLVFGTLHTTSAAKTIDRVIDVFPAEEKDMVRAMLSESLQAVISQTLL.KKNGGGRVAAHEIMIGIPAIRNLIRENKVA 299
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NTDB id 1177 A1552VC RS01165 WP 000422572.1 ELKATMARSQEVGMQTFDQALYQLVVDDKISEQDALHSADSANDLRLMLKTKR.GDDYG...SGSLQNVK....IDME.. 368
NTDB id 411605 GSF12 RS05130 WP 159374622.1 EIKALMTKSRELGMQTFDQALFDLYDEGAISYDEAIRNADSANELRLQIKLKS.RRGEGDTQSTS..ELK....L..... 387
NTDB id 1203 PSJM300 01605 AFN76401.1 ELKGLMKRSTDLGMQTFDQALYNLYVQGEITYEDALLHADSSNDLRLMIKLGS.ETDGEHLTSVS.QGLT....LEMSDD 374
NTDB id 1019 ACIAD RS04205 WP 004922051.1 KIKELMARSGELGMQTFDQALFDLYDHQHISYADALKHADSPNNLRLQIKLSE.EANKPLDNRERMSEME....RKMTFD 376
NTDB id 1307 DR RS10055 WP 010888596.1 QITSVMQTGAREGMVTMDAYLAGLFRRHLITYDKGLERAIDPKEFARLANDASAGLGGASMTPAA.PPVPAYNSASSSST 383
NTDB id 1081 FDQ49 RS05335 WP 006581387.1 QMYSAIQTGANHGMTTLDQSLKGLVSRGVISPQTARTAAKQPESFL.................................. 345
NTDB id 1060 ABD1 RS04380 WP 000355489.1 QMYSAIQTGANHGMTTLDQSLKGLVARGVISPQTARTAAKQPESFL.................................. 345
NTDB id 1040 H0N27 RS13360 WP 000355489.1 QMYSAIQTGANHGMTTLDQSLKGLVARGVISPQTARTAAKQPESFL.................................. 345
consensus * * * !! ! !* ! ! * !* ** ! * *

logo

D
G
P
Q
R

R
G
G
R
D
N
S

L
F
G
K
R

RGAAAPATPAAPAAGRSEPGRAGGFGRR

NTDB id 1177 A1552VC RS01165 WP 000422572.1 ................................... 368
NTDB id 411605 GSF12 RS05130 WP 159374622.1 ................................... 387
NTDB id 1203 PSJM300 01605 AFN76401.1 DPGRSFR............................ 381
NTDB id 1019 ACIAD RS04205 WP 004922051.1 GQRRNLK............................ 383
NTDB id 1307 DR RS10055 WP 010888596.1 GRGGDFGRGAAAPATPAAPAAGRSEPGRAGGFGRR 418
NTDB id 1081 FDQ49 RS05335 WP 006581387.1 ................................... 345
NTDB id 1060 ABD1 RS04380 WP 000355489.1 ................................... 345
NTDB id 1040 H0N27 RS13360 WP 000355489.1 ................................... 345
consensus

X non conserved

X similar

X ≥ 50% conserved


