logo

NTDB id 411389 GQY29 RS04125 WP 023909974.1
NTDB id 392 SMU RS09000 WP 002263442.1

NTDB id 401 FSA28 RS09370 WP 002291646.1
consensus

logo

NTDB id 411389 GQY29 RS04125 WP 023909974.1
NTDB id 392 SMU RS09000 WP 002263442.1

NTDB id 401 FSA28 RS09370 WP 002291646.1
consensus

logo

NTDB id 411389 GQY29 RS04125 WP 023909974.1
NTDB id 392 SMU RS09000 WP 002263442.1

NTDB id 401 FSA28 RS09370 WP 002291646.1
consensus

logo

NTDB id 411389 GQY29 RS04125 WP 023909974.1
NTDB id 392 SMU RS09000 WP 002263442.1

NTDB id 401 FSA28 RS09370 WP 002291646.1
consensus

O T T O o UL W T

M FER\IENA [HLLL NQYQEy ENPLETHERYDALIEQN MYLGAEA IHIUNNIZK RIALNLSKEEWRR FQF FIKIHgQ)R
MDFEKIEAAYNLLLDNCQRLETQLHTHLYDALIEQNACYLGAEGADDFIKENNKKLRQLNLSKEEWRRSFQFIFIKATQS
MDFEKIEAAYNLLLDNCQRLETQLHTHLYDALIEQNACYLGAEGADDFIKENNKKLRQLNLSKEEWRRSFQFIFIKATQS

AR

YMG EVDDLLIDLSASIA V
QQLQSNHQFTPDSIGFIILYLLEGLTNKSQLDIIEIGSGTGNLAETIVNNSSKSIDYMGIEVDDLLIDLSASIADVLDSS
QQLQSNHQFTPDSIGFIILYLLEGLTNKSQLDIIEIGSGTGNLAETIVNNSSKSIDYIGIEVDDLLIDLSASIADVLDSS

AR e S W

JNY QEDAVRPBIILKES VIISDLP G YPNDIRATABR |SVAANGIHTYAHHLLMEQSLKYLKK G AIFLAPjy LLTS)gQ
VHFVQEDAVRPQILKESD IISDLPVGFYPNDKIAQRYQVAAKLGHTYAHHLLMEQSLKYLKKEGLAIFLAPVDLLTSEQ
VHFVQEDAVRPQILKESDVIISDLPVGFYPNDKIAQRYQVAAKLGHTYAHHLLMEQSLKYLKKEGLAIFLAPVDLLTSEQ

el Loz 5L EPRe VAosu st L0 L A b
SIJLLKKWLEIpgANT AVI LPEARIFlE KEIN KSIFVLKKQ 8y I§JE FVYPL DLQ PRIVL NFgaNFEKWKEDNEEeS
SPLLKKWLQNNVTILAVISLPEAIFKQKSNIKSIFVLKKQSQQSLESFVYPLTDLQDPEVLRRFMKNFKKWKEDNVFR
SPLLKKWLQNNVTILAVISLPEAIFKQKSNIKSIFVLKKQSQQSLESFVYPLTDLQDPEVLRRFMKNFKKWKEDNVF

X non conserved
B similar
>507% conserved

160
160
160

240
240
240

318
317
317



