
logo

MTEKQAVKM
S
L
S
D
P
K
NRNTEHI

L
E
P
E
I
E
K
E
YTWDRLETDTI FAPSTDAEADWEQTEFYEQESTVKVKQDMLKPKALASADYAQGHRLGLDESADKNVFLLYEGALTEQLYQYDMHSLMSLRRLDEKI

LY
NTDB id 411196 GRQ40 RS04290 WP 159719436.1 MTEKQAVKSLPKRNEIPIEETWRLEDIFPSDEAWEQEFQEVKKMLPKLADYQGRLGESADVFYEALQYQDHLSLRLDKLY 80
NTDB id 480 HSISS4 RS02090 WP 002890133.1 ........MSDNRTHLEEKYTWDLTTIFATDADWETEYESTVQDLKKASAYAGHLLDSAKNLLGATELYMSLMRRLEKIY 72
consensus ******** * ! *** !! ! !!**! !! !* !*! ! !*! *!! ! *! !!*!*!

logo

T
VYAHSMKRNYDQDTTNVGSFLYQESLYNQADKRAIKSGNLYSEQALSESAFMAFYFI EVPEFI LMAI

LDDEAKKLVAKESFKLEKEQEKEPEGLGKLYDEHAYFLDEER I
L
L
N
A
R
N
Q
K
R
D
PHVLSAQEK

NTDB id 411196 GRQ40 RS04290 WP 159719436.1 TYAHMRYDQDTTNSFYQSLNDRIKGLYSEASSAMAFIVPEILAIDEAKVKSFLKEKEELKLYEHALDEINRQRPHVLSAK 160
NTDB id 480 HSISS4 RS02090 WP 002890133.1 VYASMKNDQDTTVGLYQEYQAKASNLYSQLSEAFAYFEPEFMALDDKKLAEFKEQEPGLGLYDHYFERLLANKDHVLSQE 152
consensus !!*!* !!!!! !! * * !!! ! ! !* !! *!*!* !* ! * ! !!*! * * ***!!!!

logo

A
EEAELLAAQAAGDE I

V
F
M
A
N
G
S
P
S
S
T
D
NTFGNMVLDNNADI

L
K
LFPAWI

V
I
SDEGNQGDEEVVELVTHGNRFYIRTFLLMESEKDRDRI

VRKRDGAFYEKAMVYGKTYEGKQFYKQHNTFYAQST
NTDB id 411196 GRQ40 RS04290 WP 159719436.1 EEALLAQAAEVMASSSNTFGMLNNADLKFPAIIDENGEEVEVTHGRYIRFLESEDRRVRRDAFKAVYKTYGKYKNTFAST 240
NTDB id 480 HSISS4 RS02090 WP 002890133.1 AEELLAAAGDIFNGPTDTFNVLDNADILFPWVSDGQGDVVELTHGNFITLMESKDRDIRKGAYEAMYGTYEQFQHTYAQT 232
consensus ! !!! !*** ** !! *! !!!* !! * ! *!* !!*!!! *! *!! !! *!* !* !*! !! * *!*! !

logo LQSGAVVKKVDHNFYFQAKRVRHQYNQSARHQAALASASNFNIPESVYDNSLLVESTVNKHNLDPLLHRYLVDRLRKKAVLGLDEELHKMYDLVYTPLSVEKNTVEKMT
NTDB id 411196 GRQ40 RS04290 WP 159719436.1 LSGAVKKDNFFARVRQYQSARQAALSSNNIPESVYDNLVETVNKNLDLLHRYVRLRKKALGLEELHMYDLYTPLVKNVKM 320
NTDB id 480 HSISS4 RS02090 WP 002890133.1 LQGVVKVHNYQAKVRHYNSARHAALAANFIPESVYDSLLESVNKHLPLLHRYLDLRKKVLGLDELKMYDVYTPLSET.ET 311
consensus ! ! !! *!* !*!!*!*!!!*!!! ! !!!!!!! !*!*!!!*!*!!!!!* !!!! !!!*!!*!!!*!!!! *

logo

A
E
L
VTYEEASKLKQKYALELEKGVLAI

P
F
LGEEYSVKSGIVHKAEAGFLETENRWI

VDVHREPNKVGKRSGAYSGSGAYDGTNAPFYI
MLLNWQDNTLVDNNLFTLAVHEFTGHS

NTDB id 411196 GRQ40 RS04290 WP 159719436.1 EVTYEEAKQYLLKGLAPLGEEYVSIVKEGLENRWVDVRENVGKRSGAYSSGAYGTNPYILLNWQDNVNNLFTLAHEFGHS 400
NTDB id 480 HSISS4 RS02090 WP 002890133.1 ALTYEESLKKAEEVLAIFGEEYSKGVHAAFTERWIDVHPNKGKRSGAYSGGAYDTNAFMLLNWQDTLDNLFTLVHETGHS 391
consensus *!!!! !!* !!!! !* * !!*!!**! !!!!!!!! !!! !!***!!!!!! * !!!!! !! !!!

logo

L
VHSTYFYTRKQTQPYPVYGDSYPS I FLVAE I

VASTCTNEANI
LLNTDETYLLKETI

V
E
K
D
E
D
E
D
K
K
TRFLAYI

LLNHYLDEGFKRGTVFRQTMQFAEFEHAMI
VHEVAKADAQ

NTDB id 411196 GRQ40 RS04290 WP 159719436.1 VHSYYTRKTQPYPYGSYSIFVAEVASTCNEALLNDYLLKTIEEEDKRLYLLNHYLEGFRGTVFRQTMFAEFEHMVHVKAQ 480
NTDB id 480 HSISS4 RS02090 WP 002890133.1 LHSTFTRQTQPYVYGDYPIFLAEIASTTNENILTETLLKEVKDDKTRFAILNHYLDGFKGTVFRQTQFAEFEHAIHEADA 471
consensus *!! *!! !!!!*!! !*!!*!!*!!!*!! *! * !!! * ** ! *!!!!!*!!*!!!!!!! !!!!!! *!

logo

Q
SGEQAI LTADEFSLMNTKSLMYAYDELNEKKYFYGNLSDKAVEVDVDNEYE IGQFLEWAER IPHFYMYNYYVYQYATGFASAASTAYLASEKKQI LVEHEGGTEEPADKVEQARYLVETFYL

NTDB id 411196 GRQ40 RS04290 WP 159719436.1 QGEALTAESLTSMYYELNKKYFGSDVVVDEEIGLEWARIPHFYYNYYVYQYATGFSAATALSKQILEEGEPAVQRYVEFL 560
NTDB id 480 HSISS4 RS02090 WP 002890133.1 SGQILTADFMNKLYADLNEKYYNLKAEDNYEIQFEWERIPHFYMNYYVYQYATGFAAASYLAEKIVHGTEEDKEAYLTYL 551
consensus ! !!!* * *! *!! !!* !! !! !!!!!! !!!!!!!!!!! !!* ! !** !* !* *!



logo KAGSSDYP I
LEVI

LKKAGVDMATNTATDKPYI
L
D
E
A
EACFKQVFAEDQKRLEVELMEAQLLVESKGVHLS

NTDB id 411196 GRQ40 RS04290 WP 159719436.1 KAGSSDYPIEVLKKAGVDMATAKPIEEACQVFAQKLEEMEQLLS...... 604
NTDB id 480 HSISS4 RS02090 WP 002890133.1 KAGSSDYPLEVIKKAGVDMTNTDYLDAAFKVFEDRLVELEALVEKGVHLS 601
consensus !!!!!!!!*!!*!!!!!!! *** !* !! *! !*! !* ******

X non conserved

X similar

X ≥ 50% conserved


