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NTDB id 410957 GSR62 RS05450 WP 066023978.1 MITTIITFIIVFGILVFVHEFGHYYFAKRAGILVREFAIGMGPKLFAY.RKNGTTYTWRILPLGGYISMAGLEDDTEELK 79
NTDB id 323 STU RS10650 WP 011225396.1 .MKAIITFLLIFCVIVVFHEFGHFFFAKRSGILVREFAIGMGPKIFAHTGKDGTVYTIRILPLGGYVRMAGWGEDTTEIK 79
NTDB id 291 STER RS01205 WP 011680685.1 .MKAIITFLLIFCVIVVFHEFGHFFFAKRSGILVREFAIGMGPKIFAHTGKDGTVYTIRILPLGGYVRMAGWGEDTTEIK 79
consensus ***!!!!***!***!**!!!!!**!!!!*!!!!!!!!!!!!!!*!!***!*!!*!!*!!!!!!!!**!!!***!!*!*!
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NTDB id 410957 GSR62 RS05450 WP 066023978.1 KGMPVSLITDENSVVQKINTSKKITLVEGIPLELTDWDLTDGLWIEGYENGTEDEIKRFKVDHDALIIGKDGIELQIAPR 159
NTDB id 323 STU RS10650 WP 011225396.1 TGSPASLTLGKDGKVRRINLSDRQVDQTALPMNVTAYDLEDKLTITGLVLG...ETKTYEVDHDATIVEEDGTELRIAPK 156
NTDB id 291 STER RS01205 WP 011680685.1 TGSPASLTLGKDGKVRRINLSDRQVDQTALPMNVTAYDLEDKLTITGLVLG...ETKTYEVDHDATIVEEDGTELRIAPK 156
consensus *!*!*!!*******!**!!*!*********!***!**!!*!*!*!*!***! !*!***!!!!!*!***!!*!!*!!!*
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NTDB id 410957 GSR62 RS05450 WP 066023978.1 DVRFQSASLVDRMLTNFAGPLNNFLLAIVAFGLVAFLQGGVPVTTNTIAQVQTDSVAQKAGLKANDTIIAINGDKTPTWD 239
NTDB id 323 STU RS10650 WP 011225396.1 DVQYQNASIWGRLITNFAGPMNNFILGVLVFIILAFVQGGVQDTSTNLIQVANGGAAQVSGLKTGDAIVAINKDKVTDWD 236
NTDB id 291 STER RS01205 WP 011680685.1 DVQYQNASIWGRLITNFAGPMNNFILGVLVFIILAFVQGGVQDTSTNLIQVANGGAAQVSGLKTGDAIVAINKDKVTDWD 236
consensus !!**!*!!***!**!!!!!!*!!!*!****!***!!*!!!!**!*****!!*****!!**!!!**!*!*!!!*!!***!!
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NTDB id 410957 GSR62 RS05450 WP 066023978.1 DVAQHIRTAD.....GKELVLTVKRADKKQN.IKVTPVQKNVNGQKVAQIGIIAKGKMDRSIKAKLTYGFTQTWYVIKQL 313
NTDB id 323 STU RS10650 WP 011225396.1 SLKEALRENTQKFSKGDSLSVTVKRSNGQEETISVKPQ.KS.QGSYF..LG..VSPVLKTGLKDKIFGGFQMAWEGATAI 310
NTDB id 291 STER RS01205 WP 011680685.1 SLKEALRENTQKFSKGDSLSVTVKRSNGQEETISVKPQ.ES.QGSYF..LG..VSPVLKTGLKDKIFGGFQMAWEGATAI 310
consensus ******!********!**!**!!!!*******!*!*!* ** *!*** *! *********!*!***!!***!******
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NTDB id 410957 GSR62 RS05450 WP 066023978.1 GNALASMLHGFSLNDLGGPVAMFSLTSQAKENGLISVVTLTALLSVNLGIINLLPIPALDGGKLLLNIIEAIRRKPLDPE 393
NTDB id 323 STU RS10650 WP 011225396.1 LATLKGLITNFSLNKLGGPVAMFQMSAQASESGLISILDLMGMLSINLGIFNLIPIPALDGGKIVMNIIEAIRRKPLNQE 390
NTDB id 291 STER RS01205 WP 011680685.1 LATLKGLITNFSLNKLGGPVAMFQMSAQASESGLISILDLMGMLSINLGIFNLIPIPALDGGKIVMNIIEAIRRKPLNQE 390
consensus ***!******!!!!*!!!!!!!!****!!*!*!!!!***!***!!*!!!!*!!*!!!!!!!!!***!!!!!!!!!!!**!
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NTDB id 410957 GSR62 RS05450 WP 066023978.1 KEIIITMIGFGFLMILMLLVTWNDIQRYFFR 424
NTDB id 323 STU RS10650 WP 011225396.1 IESYITLAGVAVMVVLMIAVTWNDIMRAFF. 420
NTDB id 291 STER RS01205 WP 011680685.1 IESYITLAGVAVMVVLMIAVTWNDIMRAFF. 420
consensus *!**!!**!******!!**!!!!!!*!*!!
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