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NTDB id 410955 GSR62 RS04430 WP 066023868.1 VSGRVAQAIAEKISQIATNSQVLCITHLPQVAAVADHHYFIAKHVANGRTETSLTILNDKERIEELARMLSGSSITTLTL 545
NTDB id 352 BSU 24240 NP 390304.2 VSGRVAQAIAEKIHKVSIGSQVLCITHLPQVAAMADTHLYIAKELKDGRTTTRVKPLSKQEKVAEIGRMIAGVEVTDLTK 559
consensus !!!!!!!!!!!!!* * !!!!!!!!!!!!!!*!!*! *!!!** !!! ! * *! !** !**!!* ! *! !!



logo

E
RHAEKELLKMQADKAQSVKTTG

NTDB id 410955 GSR62 RS04430 WP 066023868.1 EHAEELLKMAKASK... 559
NTDB id 352 BSU 24240 NP 390304.2 RHAKELLKQADQVKTTG 576
consensus !! !!!! ! !***

X non conserved

X similar

X ≥ 50% conserved


