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TENTAGFKRYS I LASGSSTGNSFYLVETPQKRFI L IDAGLSTGKKI STQSLLMAE IDRKPVDEDLVDAI FL IVTHEHKSDHIHKGVGVLARKRYGNLDVYANAE

NTDB id 41084 SGPB RS07435 WP 013852110.1 MSENAFKYSILASGSTGNSFYVETPQKRFLIDAGLTGKKITSLLAEIDRKPEDLDAIFITHEHSDHIKGVGVLARRYNLDVYANE 85
NTDB id 383 SMU RS06875 WP 002262928.1 MTETGFRYSILASGSSGNSFYLETPQKRILIDAGLSGKKISQLMAEIDRKVDDVDAILVTHEHKDHIHGVGVLARKYGLDVYANA 85
consensus !*! *!*!!!!!!!!*!!!!!*!!!!!! !!!!!!*!!!!* !*!!!!!!**!*!!! *!!!! !!!*!!!!!!!*! !!!!!!
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NTDB id 41084 SGPB RS07435 WP 013852110.1 KTWQMIDERNMIGKLDFAQKHIFERGKTLTLGDIDIESFGVSHDAVEPQFYRLMKDNKSFVILTDTGYVSDRMAGIIENADGYLI 170
NTDB id 383 SMU RS06875 WP 002262928.1 ATWQAMD..GMIGKIDVSQKHIFDLGKTITFGDIDIESFGVSHDAAQPQFYRLMKDGKSFVILTDTGYVSDRMADLIENADGYLI 168
consensus !!! *!** !!!!*! !!!!!* !!!*! !!!!!!!!!!!!!! !!!!!!!!! !!!!!!!!!!!!!!!!! *!!!!!!!!!

logo ESNHDI
VE I LRSGAIYPWSLKQR I LSDKGHLSNDEDGAEGTMI

VRTI
LGNKRTKKIYLGHLSKENNI

VKELAHMTMEKNANL IMQADFLAGI
V
D
G
H
YDFMKI

V

NTDB id 41084 SGPB RS07435 WP 013852110.1 ESNHDVEILRSGAYPWSLKQRILSDKGHLSNEDGAGTMIRTIGNRTKKIYLGHLSKENNIKELAHMTMENNLIQADFGIGYDMKV 255
NTDB id 383 SMU RS06875 WP 002262928.1 ESNHDIEILRSGIYPWSLKQRILSDKGHLSNDDGAETMVRTLGNKTKKIYLGHLSKENNVKELAHMTMKNALMQADLAVDHDFKI 253
consensus !!!!!*!!!!!! !!!!!!!!!!!!!!!!!!*!!! !!*!!*!!*!!!!!!!!!!!!!!*!!!!!!!! ! !*!!! ** *! !*
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NTDB id 41084 SGPB RS07435 WP 013852110.1 FDTSPEEATPLTKL 269
NTDB id 383 SMU RS06875 WP 002262928.1 YDTSPDTALPLAKI 267
consensus *!!!!* ! !! !*
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