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NTDB id 410822 F3K97 RS00485 WP 117762336.1 GQKVAIVGPTGAGKTTMVNLLMRFYEISGGTISIDGIDTKSVPRWNVHDQFSMVLQDTWVFRGTVRENIAYSKKDVTDEQ 480
NTDB id 370 SMU RS04260 WP 002263294.1 GQKIAIVGPTGAGKTTIVNLLMRFYEVDRGMISIDGVNIHDMTRKEVHDAFAMVLQDTWLFEGTVKENLIYNQKHITDEQ 449
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