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NTDB id 259 KZH43 RS03480 WP 000491790.1 MFSKLKKTWYADDFSYFIRNFGVFTLIFSTMTLIILQVMHSSLYTSVDDKLHGLSENPQAVIQLAINRATEEIKDLE......N. 78
NTDB id 218 SPD RS03780 WP 000491790.1 MFSKLKKTWYADDFSYFIRNFGVFTLIFSTMTLIILQVMHSSLYTSVDDKLHGLSENPQAVIQLAINRATEEIKDLE......N. 78
NTDB id 184 SPR RS03565 WP 000491790.1 MFSKLKKTWYADDFSYFIRNFGVFTLIFSTMTLIILQVMHSSLYTSVDDKLHGLSENPQAVIQLAINRATEEIKDLE......N. 78
NTDB id 148 SP RS03910 WP 000491790.1 MFSKLKKTWYADDFSYFIRNFGVFTLIFSTMTLIILQVMHSSLYTSVDDKLHGLSENPQAVIQLAINRATEEIKDLE......N. 78
NTDB id 41077 SGPB RS05245 WP 003064880.1 MLNKLQKKLSSGTFSHFFHFFAVFTGIFVIMTVIILQIMRYGLYSSVDTSLQNAADNADDYVARTMERSDTLQSDDSSTDAFSGG 85
NTDB id 363 SMU RS05195 WP 002262215.1 MLIKLRKQKQDENISFFSHFFAVFTGIFFVMTVIIIQVMHFGIYSSVDNSLKIATENVNDYVNMTLSHNNPITEAENGDASF... 82
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NTDB id 259 KZH43 RS03480 WP 000491790.1 .ARADASKVEIKPNVSSNTEVILFDKDFTQLLSGNRFLGLDKI..KLEKKELGHIYQIQVFNSYGQEEIYRVILMETNISSVSTN 160
NTDB id 218 SPD RS03780 WP 000491790.1 .ARADASKVEIKPNVSSNTEVILFDKDFTQLLSGNRFLGLDKI..KLEKKELGHIYQIQVFNSYGQEEIYRVILMETNISSVSTN 160
NTDB id 184 SPR RS03565 WP 000491790.1 .ARADASKVEIKPNVSSNTEVILFDKDFTQLLSGNRFLGLDKI..KLEKKELGHIYQIQVFNSYGQEEIYRVILMETNISSVSTN 160
NTDB id 148 SP RS03910 WP 000491790.1 .ARADASKVEIKPNVSSNTEVILFDKDFTQLLSGNRFLGLDKI..KLEKKELGHIYQIQVFNSYGQEEIYRVILMETNISSVSTN 160
NTDB id 41077 SGPB RS05245 WP 003064880.1 TGSSGKAKPSTGGVGLSNVSVLLYDEDGKILNALDAFVQFGTLSTTFDEDSVGEIKEQKITTIFGQTEKYHVLAVKVSS.SEYPS 169
NTDB id 363 SMU RS05195 WP 002262215.1 .......KVKSNGQMAANTDTILYDKKHNVINNVNAFSSLYHIRPK..LKDIGDIVEQEAKNIYGQTEKYRTVTVKVNN.DFYPQ 157
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NTDB id 259 KZH43 RS03480 WP 000491790.1 IKYAAVLINTSQLEQASQKHEQLIVVVMASFWILSLLASLYLARVSVRPLLESMQKQQSFVENASHELRTPLAVLQNRLETLFRK 245
NTDB id 218 SPD RS03780 WP 000491790.1 IKYAAVLINTSQLEQASQKHEQLIVVVMASFWILSLLASLYLARVSVRPLLESMQKQQSFVENASHELRTPLAVLQNRLETLFRK 245
NTDB id 184 SPR RS03565 WP 000491790.1 IKYAAVLINTSQLEQASQKHEQLIVVVMASFWILSLLASLYLARVSVRPLLESMQKQQSFVENASHELRTPLAVLQNRLETLFRK 245
NTDB id 148 SP RS03910 WP 000491790.1 IKYAAVLINTSQLEQASQKHEQLIVVVMASFWILSLLASLYLARVSVRPLLESMQKQQSFVENASHELRTPLAVLQNRLETLFRK 245
NTDB id 41077 SGPB RS05245 WP 003064880.1 IKYATFLVSVRQLDEANERYVTITITVMVIFWIISVVASVYLANWTRKPIMESYEKQKSFVENASHELRTPLAVLQNRLESLFRR 254
NTDB id 363 SMU RS05195 WP 002262215.1 IKFATIVINTTQLEEANTRYVTIIISVMIVFWLISVIASVYLAKWSQKPILENYEKQKSFVENASHELRTPLAVLQNRLESLFRK 242
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NTDB id 259 KZH43 RS03480 WP 000491790.1 PEATIMDVSESIASSLEEVRNMRFLTTSLLNLARRDDGIKPELAEVPTSFFNTTFTNYEMIASENNRVFRFENRIHRTIVTDQLL 330
NTDB id 218 SPD RS03780 WP 000491790.1 PEATIMDVSESIASSLEEVRNMRFLTTSLLNLARRDDGIKPELAEVPTSFFNTTFTNYEMIASENNRVFRFENRIHRTIVTDQLL 330
NTDB id 184 SPR RS03565 WP 000491790.1 PEATIMDVSESIASSLEEVRNMRFLTTSLLNLARRDDGIKPELAEVPTSFFNTTFTNYEMIASENNRVFRFENRIHRTIVTDQLL 330
NTDB id 148 SP RS03910 WP 000491790.1 PEATIMDVSESIASSLEEVRNMRFLTTSLLNLARRDDGIKPELAEVPTSFFNTTFTNYEMIASENNRVFRFENRIHRTIVTDQLL 330
NTDB id 41077 SGPB RS05245 WP 003064880.1 PDATILDNSESIAASLDEVRNMRILTTNLLNLARRDDGLKVELEDIQPATFNEIFENYDMIAEENGKTFIGHNLAERPIKSDRTL 339
NTDB id 363 SMU RS05195 WP 002262215.1 PEATILDSSESIASSLEEVRNMRMLTANLLNLARRDDGIKPEITEIQPRFFDDTFKNYEMIARENGKKLHIINKVNRQIKTDKTL 327
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NTDB id 259 KZH43 RS03480 WP 000491790.1 LKQLMTILFDNAVKYTEEDGEIDFLISATDRNLYLLVSDNGIGISTEDKKKIFDRFYRVDKARTRQKGGFGLGLSLAKQIVDALK 415
NTDB id 218 SPD RS03780 WP 000491790.1 LKQLMTILFDNAVKYTEEDGEIDFLISATDRNLYLLVSDNGIGISTEDKKKIFDRFYRVDKARTRQKGGFGLGLSLAKQIVDALK 415
NTDB id 184 SPR RS03565 WP 000491790.1 LKQLMTILFDNAVKYTEEDGEIDFLISATDRNLYLLVSDNGIGISTEDKKKIFDRFYRVDKARTRQKGGFGLGLSLAKQIVDALK 415
NTDB id 148 SP RS03910 WP 000491790.1 LKQLMTILFDNAVKYTEEDGEIDFLISATDRNLYLLVSDNGIGISTEDKKKIFDRFYRVDKARTRQKGGFGLGLSLAKQIVDALK 415
NTDB id 41077 SGPB RS05245 WP 003064880.1 LKQLMTILFDNAIKYTDDDGVIEFTVKTTDKQTILTVADNGPGISDADKVKIFDRFYRVDKARTRQKGGFGLGLSLAKQIVDVLK 424
NTDB id 363 SMU RS05195 WP 002262215.1 LKQLMTILFDNAVKYTDNDGEIWLDVKTTDRSLIFSVADNGQGISDEDKKKIFDRFYRVDKARTRQKGGFGLGLSLAKQITDSLK 412
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NTDB id 259 KZH43 RS03480 WP 000491790.1 GTVTVKDNKPKGTIFEVKIAIQTPSKKKK 444
NTDB id 218 SPD RS03780 WP 000491790.1 GTVTVKDNKPKGTIFEVKIAIQTPSKKKK 444
NTDB id 184 SPR RS03565 WP 000491790.1 GTVTVKDNKPKGTIFEVKIAIQTPSKKKK 444
NTDB id 148 SP RS03910 WP 000491790.1 GTVTVKDNKPKGTIFEVKIAIQTPSKKKK 444
NTDB id 41077 SGPB RS05245 WP 003064880.1 GDIQVKDNQPKGTIFEVRFNRH....... 446
NTDB id 363 SMU RS05195 WP 002262215.1 GSIIVKDKKPQGVMFEARLLANK...... 435
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