
logo MSDNRSTHI
L
D
EEKYQTWDLSTTI

VFATDADADWEATELYAESLTDVQSDLEKKNAKSAYAKGHRLLTADSASKNDNLLAGAITELSYLMASLMSRRLEKI
LYVYASMKNDQDTTV

NTDB id 41072 SGPB RS03040 WP 013851608.1 MSDNRSHIDEKYQWDLSTVFATDDAWEAELASLDSDLENAKAYKGRLTASSNDLLAITESYLALSRRLEKLYVYASMKNDQDTTV 85
NTDB id 480 HSISS4 RS02090 WP 002890133.1 MSDNRTHLEEKYTWDLTTIFATDADWETEYESTVQDLKKASAYAGHLLDSAKNLLGATELYMSLMRRLEKIYVYASMKNDQDTTV 85
consensus !!!!!*!**!!! !!!*!*!!!! !! ! ! !! ! !! !*! ! !!* !! !* ! !!!!!*!!!!!!!!!!!!!!

logo

A
G
K
LYQEYQAKASTANI

LYASKQFLSEAI FAFYFYEPEFLMAQLDSDKEKAKFLAEDEFKVAEEQETPAGLGSALYADHFYFEQRLFLAKNRKQDPHVLSQAEAEEELLAAGAGQDE I FGNAGAPGTDET
NTDB id 41072 SGPB RS03040 WP 013851608.1 AKYQEYQAKATAIYAKFSEIFAFYEPELMQLSKEAFEDFVAETPALSAYAHFFEQLFKRQPHVLSQAEEELLAGAQEIFGAAGET 170
NTDB id 480 HSISS4 RS02090 WP 002890133.1 GLYQEYQAKASNLYSQLSEAFAYFEPEFMALDDKKLAEFKEQEPGLGLYDHYFERLLANKDHVLSQEAEELLAAAGDIFNGPTDT 170
consensus * !!!!!!!!* *! !! !!**!!! ! ! *! !*! ! !*!! ! *!!!!! !!!!!*! *!! ** *!

logo FGNLVLDNADI ILFP I
WVPSDDGEQGDKEVI

V
E
QLTHGNF I STLLMESKDNRDI

VRKEGAYEQALMYAGTYEQFQHTYAKQTLQGTNVVKVHNYEQAKRVHRHFYKNSAREHA
NTDB id 41072 SGPB RS03040 WP 013851608.1 FGLLDNADIIFPIVPDDEGKEIQLTHGNFISLLESKNRDVRKEAYQALYATYEQFQHTYAKTLQTNVKVHNYEARVHHFKSAREA 255
NTDB id 480 HSISS4 RS02090 WP 002890133.1 FNVLDNADILFPWVSDGQGDVVELTHGNFITLMESKDRDIRKGAYEAMYGTYEQFQHTYAQTLQGVVKVHNYQAKVRHYNSARHA 255
consensus ! *!!!!!!*!! !*! ! * !!!!!!!*!*!!! !!*!! !! !*!*!!!!!!!!!! !!! !!!!!! !*!*!* !!!*!

logo ALASANF IPESVYDSTL ILESTVNAKHNLPLLHRYLVDELRKKI
VLGKLDDELKMYDI

V
H
YTPLSEMTDEMTASFLTYEEASLKVKAEDEVLAI

VFGEKEYSEKGRVHARA
NTDB id 41072 SGPB RS03040 WP 013851608.1 ALSANFIPESVYDTLIETVNANLPLLHRYVELRKKILKLDDLKMYDIHTPLSEMDMSFTYEEALVKAEDVLAVFGKEYSERVHRA 340
NTDB id 480 HSISS4 RS02090 WP 002890133.1 ALAANFIPESVYDSLLESVNKHLPLLHRYLDLRKKVLGLDELKMYDVYTPLSETETALTYEESLKKAEEVLAIFGEEYSKGVHAA 340
consensus !! !!!!!!!!!!*!*!*!! *!!!!!!!**!!!!*! !!*!!!!!**!!!!! * !!!! ! !!!*!!!*!! !!! !! !

logo FTERWIDVHPVNKGKRSGAYSGGASYDTNAFMLLNWQDTLDNLFTLVHETGHSLHSTFTREQNTQPYVYGDYPS I FLAE IASTTNENI LT
NTDB id 41072 SGPB RS03040 WP 013851608.1 FTERWIDVHVNKGKRSGAYSGGSYDTNAFMLLNWQDTLDNLFTLVHETGHSLHSTFTRENQPYVYGDYSIFLAEIASTTNENILT 425
NTDB id 480 HSISS4 RS02090 WP 002890133.1 FTERWIDVHPNKGKRSGAYSGGAYDTNAFMLLNWQDTLDNLFTLVHETGHSLHSTFTRQTQPYVYGDYPIFLAEIASTTNENILT 425
consensus !!!!!!!!!*!!!!!!!!!!!! !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!! !!!!!!!!*!!!!!!!!!!!!!!!!

logo ETLLKEVDKDDKATRFAI LNHYLDGFKGSTI
VFRQATQFAEFEDHAI IHEKADAQASGEQI

VLTASDFYLMNKQLYADLNEKYYGNLKSAKETDNLYE IQFYEWAER I
NTDB id 41072 SGPB RS03040 WP 013851608.1 ETLLKEVDDDKARFAILNHYLDGFKSTIFRQAQFAEFEDIIHKADQAGEVLTSDYLNQLYADLNEKYYGLSKTDNLEIQYEWARI 510
NTDB id 480 HSISS4 RS02090 WP 002890133.1 ETLLKEVKDDKTRFAILNHYLDGFKGTVFRQTQFAEFEHAIHEADASGQILTADFMNKLYADLNEKYYNLKAEDNYEIQFEWERI 510
consensus !!!!!!! !!! !!!!!!!!!!!!! !*!!! !!!!!!* !! !! ! *!! !**! !!!!!!!!!! ! !! !!!*!! !!

logo PHFYMYNYYVYQYATGFAAASYLADEKI
VVHGTEQAEDI

K
D
E
A
RYLDTYLKAGNSSDYPLENVIKKAGVDMTNTSTADYLDAAFKR I

VFEDERLDVELEAL IVE
NTDB id 41072 SGPB RS03040 WP 013851608.1 PHFYYNYYVYQYATGFAAASYLADKVVHGTQADIDRYLDYLKAGNSDYPLNVIKKAGVDMTTSAYLDAAFRIFEERLDELEALIE 595
NTDB id 480 HSISS4 RS02090 WP 002890133.1 PHFYMNYYVYQYATGFAAASYLAEKIVHGTEEDKEAYLTYLKAGSSDYPLEVIKKAGVDMTNTDYLDAAFKVFEDRLVELEALVE 595
consensus !!!! !!!!!!!!!!!!!!!!!!*!*!!!! ! * !! !!!!! !!!!! !!!!!!!!!! * !!!!!!**!!*!! !!!!!*!



logo KGAVHLS
NTDB id 41072 SGPB RS03040 WP 013851608.1 KGAHL. 600
NTDB id 480 HSISS4 RS02090 WP 002890133.1 KGVHLS 601
consensus !! !!*

X non conserved

X similar

X ≥ 50% conserved


