logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id
id
id
id

613
300

LCA RS05340 WP 231952379.1
STER RS07485 WP 011681496.1

41070 SGPB RS02990 WP 013851600.1

521
493
153
263
222
188

consensus

logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id
id
id
id

613
300

SMSK321 RS04960 WP 000443804.1
SM12261 RS04300 WP 000387351.1
SP RS04730 WP 000387344.1
KZH43 RS04195 WP 000387330.1
SPD RS04535 WP 000387330.1

SPR RS04295 WP 000387330.1

LCA RS05340 WP 231952379.1
STER RS07485 WP 011681496.1

41070 SGPB RS02990 WP 013851600.1

521
493
153
263
222
188

consensus

logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id
id
id
id

613
300

SMSK321 RS04960 WP 000443804.1
SM12261 RS04300 WP 000387351.1
SP RS04730 WP 000387344.1
KZH43 RS04195 WP 000387330.1
SPD RS04535 WP 000387330.1

SPR RS04295 WP 000387330.1

LCA RS05340 WP 231952379.1
STER RS07485 WP 011681496.1

41070 SGPB RS02990 WP 013851600.1

521
493
153
263
222
188

consensus

SMSK321 RS04960 WP 000443804.1
SM12261 RS04300 WP 000387351.1
SP RS04730 WP 000387344.1
KZH43 RS04195 WP 000387330.1
SPD RS04535 WP 000387330.1

SPR RS04295 WP 000387330.1

BUSIBH 1, rlbendonl, gy Hanfiet oy

€cHYWHOBQEKQKVTQEEQL . . . . .MATSHESKE. . . . . .. PATEEK THlAATKKKG
@PAWMTCGAGNSMEAETSYTDVTABSTSH SKQSSQSL ASSQSKTEGSEKVKSK

. .. . ....LQAEV A SKD S....
AMEATITEKIKEYK IS BLLVGGFFLLKPAPQTPVKETN NI QAEVLJAVSKD |/N .
AMEATTEKIKEYK IS BLLVGGFFLLKPAPQTPVKET NS
AMEATTEKIKEYK TS
AMEATTEKIKEYK IS
AMEATTEKIKEYK TS

5k ok ok ok K ok Xk ok K ok X * 5k % ok ok %k ok % ok Kok Xk * * * % ok % ok % ok % ok %

0 s 1l N N e

v PKKGEVVTDE.LIQAPQQIATTSERTQE
RVID\Y QIAAGG . TEWAD ' KS 'NLAIE] SDEJ Y VIRYKDENAEA SR Al e G P

NENETEIEL ! NN

e ke e o . RACDL R FDE S | o B U il

QASTGTSINASST DTAJS Q Q Q 235
. .QVSDKGEQ&V K NLNgyA BE L[Mi¥ BIG G KRA D IEWRE lG Q 231

221

NGINZSSPSK KK NLNKASLEELKQVKGLGGKRAQDI IDHREANGKFKSVDELKKVSGIG 216
..GTASSTSKEKKVNLNKASLEELKQVKGLGGKRAQDIIDHREANGKFKSVDELKKVSGIG 216
BNGTASSINSKEKKVNLNKASLEELKQVKGLGGKRAQDIIDHREANGKFKSVDELKKVSGIG 216
MNGTASSISSKEKKVNLNKASLEELKQVKGLGGKRAQDIIDHREANGKFKSVDELKKVSGIG 216
MNGTASSIESKEKKVNLNKASLEELKQVKGLGGKRAQDIIDHREANGKFKSVDELKKVSGIG 216
NGTASSISKEKKVNLNKASLEELKQVKGLGGKRAQDIIDHREANGKFKSVDELKKVSGIG 216

¥ Uk DLk Dkorok Dokokok Dok Dk Lok Lookor Lok Dotk 1% | NN

non conserved
similar
> 50% conserved

[><] e

155
154
144
142
142
142
142
142
142



