logo

NTDB id 126 BSU 03770 NP 388259.1

NTDB id 410673 GE573 RS08030 WP 015240777.1
NTDB id 128 BSU 37460 NP 391626.1

consensus

logo

NTDB id 126 BSU 03770 NP 388259.1

NTDB id 410673 GE573 RS08030 WP 015240777.1
NTDB id 128 BSU 37460 NP 391626.1

consensus

logo

NTDB id 126 BSU 03770 NP 388259.1

NTDB id 410673 GE573 RS08030 WP 015240777.1
NTDB id 128 BSU 37460 NP 391626.1

consensus

logo

NTDB id 126 BSU 03770 NP 388259.1

NTDB id 410673 GE573 RS08030 WP 015240777.1
NTDB id 128 BSU 37460 NP 391626.1

consensus

logo

NTDB id 126 BSU 03770 NP 388259.1

NTDB id 410673 GE573 RS08030 WP 015240777.1
NTDB id 128 BSU 37460 NP 391626.1

consensus

5SATBANE . SRR e VL AL B
|

KiSVL SSSI EK NE R V VeKAR | Q §3L E SNkl Q SL

N4 GVIIYSSAVG KINEWYRYIRWFS PDAENL REIWNQEL)®:M jsD LLYYSLMEFRH LML YLEPLEK WIE QP

BMIEV SSSAVGEKINEWYMYIRRFSIPDAEYLRREIK ELIXG#E DQDLHLYYSLMEFRHNLMLEYLEPLEFNRIEEQP

BM GVISSS GEKINEWYMYIRRFSIPDAEYLRREIKQELMNME DQDLHLYYSLMEFRHNLMLEYLEPLEK RIEEQP

B ——

e s

BILS LEBAYIDERQADLISGLLDYY|YNFFRGMYEIJDIARE SATp K[MAEIKLSFVEDEIIE AEFYFKM E YYYMKQTYF

RLSDLLJY IDKKQARLTGRILDYYFNFFRGMYEL [€REYLSAIMFFKKAEMKLWFVKDMIEKAEFYFKMSESYYYMKQTYF

RLSDLLIH IDKKQARLTGLL YYFNFFRGMYELD@REYLSAT|S(FFKKAESKLWFVKDBRITEKAEF FKMSESYYYMKQTYF
T

Ny N e N e o e N e N e W ey ey W W

ol

VESEATIR AL Bk AEERRE L TN L e

\Y,
Sipepy AYEIYWEQEWYN R QCH)g F N8 DX EMAINJHFKIRAIRIMA AEQIENQLYIGRERYYN GLC jalQ |WR
SMDYARQAYEIYEISQEAYNIR LQCHSLFATNFLDLKQY AI[MHFKKAYIAMAEAEQQPQLMGRTLYNIGLC NSQ YI§
SMDYARQAYETYJQEBRIEAYNIR LQCHSLFATNFLDLKQYE AIBHF@EKAYBMAEAEIMQPQLMGRTLYNIGLCIANSQS Y
Pokskokskokoe DL DL sk Dok D lok Dokok DD Dok Dok Dokosk Dokoskokskokk Dok 1 Dok | Pkl Dok D lsk b bk Dl DD sk |oskokokok

T T el

PAIDYFId A IWFESSKRII NSLPQAYFLITIMINMYKRGKEIDKABEYHIN GRg2YAISEY DR YEIVIY (NSLYLPINP EE

PAIDYEKRAIAVFE HNI WSLPQAYFLITQIHYK GN EIAR YHKG BYAIXEA D] IASLY [GQAPDEEA

DIATIJYFKRATAVFE SNI JgSLPQAYFLITQIHYK GK DKABEYHRIKG FEVY [NIMA{ED|Y S ISSLYLBIYPDEEA
*

sl Dok Dotk Dok D Dokt Dok LD DL LD D LD Do Lo | Lok Doeokokok | sk ) 1 ok |

s OF i MDAV e Lo Qe VE Y
EEFFQY EH v QEW E SAs || LQVLGANKL [MRSER |
TINJCFM L NKMYAD EDWMAL VAKYYMEWKLJFL®R  YFLINVEERMRIYQ I QESINGLYELE 382
IME DKSMYADLEDFALDVAKYYHERENFEKASAYFLKVEETRQQIQGGVKLYEIEV 381
IQGF INJKIWIRY ADLEDFA DVAKYYHERKNFNKASAYFLKVE URQIRIQGGVSLYEIEV 381
|

klkx x| kkkk DD Pk b bk Dokok D Dxkxx
X non conserved
B similar
> 50% conserved

e e N

160
159
159

240
239
239

320
319
319



