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7 AL T AL A T

M FEKIESAYIGL L NMQW EN| L TH YDALIEQN JJYLGAEGAR 13 ININNIBKLRQLML KEEWRR FQFIFIKAMQ QLQ
MDFEKIEAAYNLLLDNCQRLETQLHTHLYDALIEQNACYLGAEGADDFIKENNKKLRQLNLSKEEWRRSFQFIFIKATQSQQLQS
MDFEKIEAAYNLLLDNCQRLETQLHTHLYDALIEQNACYLGAEGADDFIKENNKKLRQLNLSKEEWRRSFQFIFIKATQSQQLQS

T D) ek s DT T IANSSKS VUL S sy DA

NHQFTPD IGFI L L ENLT M8 D EIGSGTGNLA Tl NNSSKI} Y GIEVDDLLIDLSASIA V DSPJy F QEDAVR
NHQFTPDSIGFIILYLLEGLTNKSQLDIIEIGSGTGNLAETIVNNSSKSIDY GIEVDDLLIDLSASIADVLDSSVHFVQEDAVR
NHQFTPDSIGFIILYLLEGLTNKSQLDIIEIGSGTGNLAETIVNNSSKSIDY GIEVDDLLIDLSASIADVLDSSVHFVQEDAVR

CALE LBV A i . ECSLRYLRRE S AIELARLL el e Lo

PQILNESDVIISDLPVGFYPNDINTAIMRYISVA BINAHTYAHHLLMEQSLKYLKK G A FLAPVBLLTSIQSPLLKWLEY NI
PQILKESD IISDLPVGFYPNDKIAQRYQVAAKLGHTYAHHLLMEQSLKYLKKEGLAIFLAPVDLLTSEQSPLLKKWLQNNVTIL
PQILKESDVIISDLPVGFYPNDKIAQRYQVAAKLGHTYAHHLLMEQSLKYLKKEGLAIFLAPVDLLTSEQSPLLKKWLQNNVTIL

P —————

(« SLESFWL 10 CocFl e fi fellve

|
F 8A§NJ\KS FV\.KKQQQQT ETFW \.SD\.QQRET\.BBFI NFQK\ FKK\V
AVI LPE IFlg K\ NEKSIFVLKKQ RQ |JgE FVYPL DLQSEPLYFIGUFRIKWKYDN [)ReqiAa 323
AVISLPEAIFKQKSNIKSIFVLKKQSQQSLESFVYPLTDLQDPEVLRRFMKNFKKWKEDN VE S 317
AVISLPEAIFKQKSNIKSIFVLKKQSQQSLESFVYPLTDLQDPEVLRRFMKNFKKWKEDNVF ...... 317

K non conserved
B similar
>507% conserved
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